
Supplemental Table 1 Sequence variation of Glyma10g02140  (Glyma.10g017100 ) and Glyma10g02160  (Glyma.10g017200 ), two candidate genes reponsible for SRKN resistance, among 13 soybean lines
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Williams 82 s G C C A A G C T A G T A A A G CTGTTG

AAAATA

GTCCTA

CATTGG

ATGTTT

AGCAAA

TCT T A GT G AC A A ATCTTT

TTTCA

GCATT

ATGTT

CAATC

ACGGA

C G C TC G T C C C C T C A G ATAA G G

PI 437654 S - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -

Magellan S - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -

PI 424298 S - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -

Hutcheson S - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -

Essex S - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -

PI 438489B R A T* (V
93

I) A* (D
120

Y) C C* (L
149

R) A T* (C
167

Y) A* (E
214

D) G A* (Stop) A AAAAA G C T C T A G G A A C G A T C A T A C G T A T G CCTCTGCC G A A A A

PI 567516C R A T* (V
93

I) A* (D
120

Y) C C* (L
149

R) A T* (C
167

Y) A* (E
214

D) G A* (Stop) A AAAAA G - T C T A G G A A C G A T C A T A C G T A T G CCTCTGCC G A A A A

PI 567387 R A T* (V
93

I) A* (D
120

Y) C C* (L
149

R) A T* (C
167

Y) A* (E
214

D) G A* (Stop) A AAAAA G - T C T A G G A A C G A T C A T A C G T A T G CCTCTGCC G A A A A

PI 209332 R A T* (V
93

I) A* (D
120

Y) C C* (L
149

R) A T* (C
167

Y) A* (E
214

D) G A* (Stop) A AAAAA G - T C T A G G A A C G A T C A T A C G T A T G CCTCTGCC G A A A A

PI88788 R A T* (V
93

I) A* (D
120

Y) C C* (L
149

R) A T* (C
167

Y) A* (E
214

D) G A* (Stop) A AAAAA G C T C T A G G A A C G A T C A T A C G T A T G CCTCTGCC G A A A A

PI 567305 R A T* (V
93

I) A* (D
120

Y) C C* (L
149

R) A T* (C
167

Y) A* (E
214

D) G A* (Stop) A AA G - T C T A G - A A C - A T C A T A C G T A T G CCTCTGCC G A A A A

PI 404198B R A T* (V
93

I) A* (D
120

Y) C C* (L
149

R) A T* (C
167

Y) A* (E
214

D) G A* (Stop) A AA G - T C T A G - A A C - A T C A T A C G T A T G CCTCTGCC G A A A A

Note: 

1. Evaluation of Mi resistance for the above soybean lines were conducted for at least two replicates. S, susceptible; R, resistant.

2. - represent that the position is identical to Williams 82 sequence.

3. The positions highlighted with red color represent the exon.

4. The SNP/Indels highlighted with yellow color represent the sequence variation common in all resistant lines but different from all susceptible lines.

5. The SNPs marked with * in the exon regions represent nonsynonymous mutation. For other SNPs without * represent synonymous mutation.

Soybean line R
ea

ct
io

n
 t

o
 S

R
K

N
Glyma10g02140  (Glyma.10g017100 )

First exon Intron 2nd exon Intron



3rd exon
5' UTR

G
m

 1
0
: 

1
,5

0
2
,8

1
1
 (

1
,5

0
7
,4

1
9
)

G
m

 1
0
: 

1
,5

0
2
,7

9
6
 (

1
,5

0
7
,4

0
4
)

G
m

 1
0
: 

1
,5

0
2
,7

8
9
 (

1
,5

0
7
,3

9
7
)

G
m

 1
0
: 

1
,5

0
2
,7

4
8
 (

1
,5

0
7
,3

5
6
)

G
m

 1
0
: 

1
,5

0
2
,6

9
9
 (

1
,5

0
7
,3

0
7
)

G
m

 1
0
: 

1
,5

0
2
,5

1
5
 (

1
,5

0
7
,1

2
3
)

G
m

 1
0
: 

1
,5

1
1
,5

9
2
 (

1
,5

1
8
,5

4
4
)

G
m

 1
0
: 

1
,5

1
1
,5

9
9
 (

1
,5

1
8
,5

5
1
)

G
m

 1
0
: 

1
,5

1
1
,7

2
4
 (

1
,5

1
8
,6

7
6
)

G
m

 1
0
: 

1
,5

1
1
,7

4
5
 (

1
,5

1
8
,6

9
7
)

G
m

 1
0
: 

1
,5

1
1
,8

0
9
 (

1
,5

1
8
,7

6
1
)

G
m

 1
0
: 

1
,5

1
1
,8

1
6
 (

1
,5

1
8
,7

6
8
)

G
m

 1
0
: 

1
,5

1
1
,8

9
8
 (

1
,5

1
8
,8

5
0
)

G
m

 1
0
: 

1
,5

1
2
,4

3
3
 (

1
,5

1
9
,3

8
5
)

G
m

 1
0
: 

1
,5

1
2
,6

1
4
 (

1
,5

1
9
,5

6
6
)

G
m

 1
0
: 

1
,5

1
2
,9

0
5
 (

1
,5

1
9
,8

5
7
)

G
m

 1
0
: 

1
,5

1
2
,9

3
8
 (

1
,5

1
9
,8

9
0
)

G
m

 1
0
: 

1
,5

1
3
,0

5
2
 (

1
,5

2
0
,0

0
4
)

G
m

 1
0
: 

1
,5

1
3
,1

6
2
 (

1
,5

2
0
,1

1
4
)

G
m

 1
0
: 

1
,5

1
3
,1

6
4
 (

1
,5

2
0
,1

1
6
)

G
m

 1
0
: 

1
,5

1
3
,1

8
6
 (

1
,5

2
0
,1

3
8
)

G
m

 1
0
: 

1
,5

1
3
,3

8
2
 (

1
,5

2
0
,3

3
4
)

G
m

 1
0
: 

1
,5

1
3
,6

1
4
 (

1
,5

2
0
,5

6
6
)

G
m

 1
0
: 

1
,5

1
3
,6

4
6
 (

1
,5

2
0
,5

9
8
)

G
m

 1
0
: 

1
,5

1
3
,7

1
6
 (

1
,5

2
0
,6

6
8
)

G
m

 1
0
: 

1
,5

1
3
,7

3
8
 (

1
,5

2
0
,6

9
0
)

G
m

 1
0
: 

1
,5

1
3
,7

7
9
 (

1
,5

2
0
,7

3
1
)

G
m

 1
0
: 

1
,5

1
3
,8

6
5
 (

1
,5

2
0
,8

1
7
)

G
m

 1
0
: 

1
,5

1
3
,8

6
9
 (

1
,5

2
0
,8

2
1
)

G
m

 1
0
: 

1
,5

1
3
,8

7
1
 (

1
,5

2
0
,8

2
3
)

G
m

 1
0
: 

1
,5

1
3
,8

7
6
 (

1
,5

2
0
,8

2
8
)

G
m

 1
0
: 

1
,5

1
3
,9

1
9
 (

1
,5

2
0
,8

7
1
)

G
m

 1
0
: 

1
,5

1
3
,9

3
6
 (

1
,5

2
0
,8

8
8
)

G
m

 1
0
: 

1
,5

1
3
,9

4
9
 (

1
,5

2
0
,9

0
1
)

G
m

 1
0
: 

1
,5

1
3
,9

6
8
 (

1
,5

2
0
,9

2
0
)

G
m

 1
0
: 

1
,5

1
4
,1

2
4
 (

1
,5

2
1
,0

7
6
)

G
m

 1
0
: 

1
,5

1
4
,1

6
0
 (

1
,5

2
1
,1

1
2
)

G
m

 1
0
: 

1
,5

1
4
,1

6
2
 (

1
,5

2
1
,1

1
4
)

G
m

 1
0
: 

1
,5

1
4
,2

6
0
 (

1
,5

2
1
,2

1
2
)

G
m

 1
0
: 

1
,5

1
4
,2

6
1
 (

1
,5

2
1
,2

1
3
)

G
m

 1
0
: 

1
,5

1
4
,2

8
1
 (

1
,5

2
1
,2

3
3
)

G
m

 1
0
: 

1
,5

1
4
,7

0
7
 (

1
,5

2
1
,6

5
9
)

G
m

 1
0
: 

1
,5

1
4
,7

1
7
 (

1
,5

2
1
,6

6
9
)

G
m

 1
0
: 

1
,5

1
5
,0

4
9
 (

1
,5

2
2
,0

0
1
)

G
m

 1
0
: 

1
,5

1
5
,0

5
3
 (

1
,5

2
2
,0

0
5
)

G T C A C G G C A C A T AAATA

TATA

A A T A A G A T T GA C TTAT A A A T A A T AATTA

AAATA

AA

A A C G T G AA A A G G C

- - - - - - - - - - - TT - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -

- - - - - - - - - - - TT - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -

- - - - - - - - - - - TT - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -

- - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -

- - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -

C C T T T A - - AA G - - A - T C C - C*(R
218

T) - - - G G TT G - G - - AA A A - T T A A - A G T A*(D
457

N) A A

C C T T T A T G AA G - - A - T C C - C*(R
218

T) - - - G G TT G - G - - AA A A - T T A A - A G T A*(D
457

N) A A

C C T T T A T G AA G GT - A - T C C - C*(R
218

T) - - - G G TT G - G - - AA A A - T T A A - A G T A*(D
457

N) A A

C C T T T A T G AA G GT - A - T C C - C*(R
218

T) - - - G G TT G - G - - AA A A - T T A A - A G T A*(D
457

N) A A

C C T T T A T G AA G GT - A - T C C - C*(R
218

T) - - - G G TT G - G - - AA A A - T T A A - A G T A*(D
457

N) A A

C C T T T A - - AA G - TT AATAT C - C C C - G* (T
219

A) C*(V
226

A) C - - - - G - A T - - - C - - - - GA - G - - A A

C C T T T A - - AA G - TT AATAT - - C C C - G* (T
219

A) C*(V
226

A) C - - - - G - A T - - - C - - - - GA - G - - A A

Glyma10g02140  (Glyma.10g017100 )

Intron

Glyma10g02160  (Glyma.10g017200 )

Promoter First exon Intron Last exon 3' UTR
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- - - - -
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- - - - -

G A G G -

G A G G -

G A G G -

G A G G -

G A G G -

G A G G AA

G A G G AA

Glyma10g02160  (Glyma.10g017200 )

3' UTR


