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Figure S1 OTU-level alpha diversity of the gut microbiota of the giant panda population. (A to D) Rarefaction
curves of T1 (A), T2 (B), T3 (C) and cub samples (D), respectively. (E to H) Shannon diversity index curves

of T1 (E), T2 (F), T3 (G) and cub samples (H), respectively.



