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Baseline → 12 h → Re-elevation → Last observation

Supplemental Figure 1 

Clinical courses of each non-SVR patient and time points for serum sample collection for deep sequencing.
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Small-scale phylogenetic trees were reconstructed using the top 10 most populated isolates at baseline, re-elevation, and the last 

observation in each non-SVR patient and bootstrap values of 50 or more are demonstrated in the phylogenetic trees. The isolate 

closest to the most frequent isolate found at re-elevation is indicated by the mark “◎” at each time point. Red circles, green 

circles, and blue circles, respectively, indicate isolates at baseline, at viral RNA re-elevation, and at the last observation.
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