
Supplemental Fig 1. Genome coverage of the multiple segments of D/influenza togetherwith % nucleotide 
identity to strain swine/Oklahoma/1334/2011 

Supplemental Table 1. Primers used for real time PCR assays 
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Suppl. Table 1
Virus Forward primer Taqman probe Reverse primer Amplicon length Region of amplification
Bovine Adenovirus 3 5'-CCTAGGAGTGGTCCTTTAGAAAG-3' 5'-/56FAM/TCTGGGCAA/ZEN/TGATCTGCG-3' 5'-GTAGAGGTTGACGCTGGTAAT-3' 115 bp Hexon
Bovine Rhinitis A - BSRI4 5'-TGGACCCAACCACAAGATTG-3' 5'-/56FAM/TCAACAGGT/ZEN/AGCACATCA-3' 5'-TGGATGCGGGAGAAAATTAGG-3' 84 bp 3D
Bovine Rhinitis B - BSRI1 5'-GCGATTGTGTCCTAGGGTTT-3' 5'-/56FAM/TTTGCACGGCG/ZEN/TGGCACACT-3' 5'-GCCACTGAGGTTAGCTTCTC-3' 109 bp 3D
Bovine Rhinitis B - BSRI2 5'-AACGCGATTGTGTTCTAGGG-3' 5'-/56FAM/TTGGAGGCTATCCTG/ZEN/TCCTTTGCA-3' 5'-GAGACCCGCTACTGAGGTTA-3' 120 bp 3D
Bovine Influenza D/CA 5'-GGCAAACTTATGACTGGACAAG-3' 5'-/56FAM/ACTGTTAGCTGAAG/ZEN/AGCGGTGGC-3' 5'-TCCCTGTGTTTCTTGTATAGCG-3' 89 bp PB1
Bovine Astrovirus - BSRI1 5'-GTTGGGCTCCTTATCTCGAAG-3' 5'-/56FAM/CGGTTGATG/ZEN/CTGGTGAAC-3' 5'-CACTATTTGGCGAATGTCTTGG-3' 134 bp ORF1b
Bovine Parvovirus 2 - BSRI 5'-AGGCTACGACCCTGTAGTT-3' 5'-/56FAM/AGGACGCAGAGGAG/ZEN/CATTATGGTT-3' 5'-GTTGCCATAGCTCTAGCCATAA-3' 135 bp NS2
Bovine Picobirnavirus - BSRI1 5'-GTTCACCCTGAGCGATACC-3' 5'-/56FAM/CCGACCTGTGGAACAA/ZENACGAATGGA-3' 5'-GGGTGGCGATTACAATTTTCT-3' 96 bp RDRP


