Primer score

50 -

Distributions for kingdom level

Primer score mean and SD

[

Archaea -
Bacteria - I

kingdom

16S GC (%) mean and SD

Archaea -
Bacteria - I

kingdom

(0]
o
I

Genomic GC (%)

Genome size (Mb)

()]
o
I

N
o
I

(¢)]
|

N
|

w
|

\V]
|

Genomic GC (%) mean and SD

Archaea -
Bacteria - i

kingdom

Genome size (Mb) mean and SD

Archaea - I
Bacteria -

kingdom



Distributions for phylum level
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Distributions for class level
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Distributions for order level
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Distributions for family level
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Distributions for genus level
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Distributions for species level
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