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Additional figure 2. Effects of siRNA-mediated silencing of glycolityc genes on the 

fraction of cells in G2/M phase. Cells were seeded on Petri dishes, transfected with siRNA 

specific for indicated gene (□) and synchronized. Analogous experiments without siRNA 

were treated as controls (■). After cell cycle releasing, the cells were collected every two 

hours, starting from 14 h, and analyzed by flow cytometry. Presented results are mean 

values from at least three independent experiments, with error bars indicating SD. 

Statistically significant differences relative to the control are indicated by asterisks. 

 




