
	  

|D0ZV89|S.typhimurium           AAWWSLRPIEALAREVRELEDHHREMLNPETTRELTSLVRNLNQLLKSERERYNKYRTTL 272 
|Q7CJ04|Y.pestis                AAYWSLRPIKALASQISQLEKGEREQLDENPPRELQSLVRNLNILLMNERQRYTKYRTTL 269 
|S5U8Y3|P.mirabilis             AAHWSLRPIKSIIEQISALEKGTRDNLDENPPKELKGLVYNLNILLRNERNRYSKYRTSL 271 
|L7ZKQ8|S.marcescens            AAYWSLRPIKALVNQVGELENGERDQLDENPPSELRGLVRNLNILVRNERQRYTKYRTTL 270 
|P23837|E.coli                  AAWWSLRPIEALAKEVRELEEHNRELLNPATTRELTSLVRNLNRLLKSERERYDKYRTTL 272 
|Q83RR1|S.flexneri              AAWWSLRPIEALAKEVRELEEHNRELLNPATTRELTSLVRNLNRLLKSERERYDKYRTTL 272 
|W9BNY9|K.pneumoniae            AAWWSLRPIESLAKEVRELEEHHREKLNPNTTRELTRLVSNLNRLVRSERERYDKYRTTL 272 
|D4GC75|P.ananatis              AAHWSLRPIGHLTLQVRELETGQRENLDDNPPQELRSLVRNLNLLLTNERQRYTRYRTTL 273 
|W0HJT3|C.Sodalis               AAHWSLRPIKDLVRQVRELEVGERERLDENPPRELDILVRNLNILLNNERQRYQKYRSTL 272 
|I2EJT1|C.sakazakii             AAWWSLRPIEALAREVRELEEHHREQLNPYTTRELTSLVHNLNRLLKSERERYEKYRTTL 272 
|A0A076LLK5|E.tarda             AAYWSLQPIKALATQVRELEKGQRDSLSENPPHELRGLVRNLNILLSNERQRYTRYRTTL 274 
|Q7N3B1|P.luminescens           AAHWSLRPIKSLIHQISSLEKGEREKLDENPPTELRGLVRNLNVLLNNERNRYTKYRTTL 272 
|G8LJP2|E.cloacae               AAWWSLRPIESLAREVRELEEHHREKLNPETTRELTSLVRNLNRLLKSERERYDKYRTTL 272 
|X5EY00|P.aeruginosa            GLTWGFRAMRGLSSELDQIESGERESLSEEHPRELLRLTHSLNRLLRSEHKQRERYRHSL 243 
|I4L2U0|P.synxantha             GLTWGLQALRRLSQELDQIEGGTRESLSEEHPRELLRLTGSLNRLLHSEREQRTRYRDSL 243 
|L8NBB2|P.syringae              GLTWGLRALRGLSQELDQVESGVRDSLSEEHPSELLRLTDSLNRLLRSEREQRIRYRDSL 243 
|E4R7S8|P.putida                GLTWGLRSLRRLSHELDEVESGARDGLSGEHPRELLRLTRSLNRLLRSEREQRTRYRDSL 243 
|G8Q5P1|P.fluorescens           GLTWGLRALRRLSQELDEIESGARESLSTEHPRELLRLTGSLNRLLYSEREQRSRYRDSL 243 
|Q87AY5|X.fastidiosa            ILQWSLRPISHVINELAKVQRGQAQRMSEQHPPELEPLTQSINAFIESERENLDRQRNTL 272 
|A0A088P3F0|P.stuartii          AAYWSLRPIKSLVSQISSLEKGEREMLDENPPYELRGLVRNLNNLLTNERKRYSKYRTTL 253 
|A0A093SV58|P.atrosepticum      GAHWSLRPIQHLVKQIAELEKGTRDQLDENPPRELFSLVKNLNILLNNERQRYHKYRTTL 268 
                                   *.:: :  :  ::  ::    : :.     **  *. .:* :: .*::.  : * :* 
 
|D0ZV89|S.typhimurium           TDLTHSLKTPLAVLQSTLRSLRNEK-MSVSKAEPVMLEQISRISQQIGYYLHRASMRGSG 331 
|Q7CJ04|Y.pestis                ADLTHSLKTPLAVLQTTLRSLRTGKQTTIEEVEPIMLEQISRISQQIGYYLHRASMRSEH 329 
|S5U8Y3|P.mirabilis             SDLTHSLKTPLAVLQSTLRALRAGKQMSIEQAEPIMQSQIERISQQVGYYLHRASLHGDH 331 
|L7ZKQ8|S.marcescens            SDLTHSLKTPLAVLQSTLRSLRSGKQTTIEEAEPIMLDQIGRISQQIGYYLHRASINSGQ 330 
|P23837|E.coli                  TDLTHSLKTPLAVLQSTLRSLRSEK-MSVSDAEPVMLEQISRISQQIGYYLHRASMRG-G 330 
|Q83RR1|S.flexneri              TDLTHSLKTPLAVLQSTLRSLRSEK-MSVSDAEPVMLEQISRISQQIGYYLHRASMRG-G 330 
|W9BNY9|K.pneumoniae            TDLTHSLKTPLAVMQSTLRSLRGEK-ISVDEAEPVMLEQISRISQQIGYYLHRASMRSGG 331 
|D4GC75|P.ananatis              ADLTHSLKTPLAVLQTTLRSLRGGKELTVEQAEPIMLEQISRISQQVGYYLHRASMQADH 333 
|W0HJT3|C.Sodalis               SDLTHSLKTPLAVLQTTLRSLRTDRDTNIEMAEPIMLEQISRISQQIGYYLHRATVHSDH 332 
|I2EJT1|C.sakazakii             TDLTHSLKTPLSVLQSTLRSLRTGK-TDVEQAEPVMLEQISRISQQIGYYLHRASMRSGN 331 
|A0A076LLK5|E.tarda             ADLTHSLKTPLAVLQSTLRSLRNGKALNVEQAEPIMLEQISRISQQIGYYLHRASAHSEH 334 
|Q7N3B1|P.luminescens           ADLTHSLKTPLAVLQSTLRSLRDSKQMTIQQAEPIMLEQIGRISQQIGYYLHRASMRSEH 332 
|G8LJP2|E.cloacae               TDLTHSLKTPLAVMQSTLRSMRSSK-LSVDDAEPVMLEQISRISQQIGYYLHRASMRSGS 331 
|X5EY00|P.aeruginosa            GDLAHSLKTPLAVLQGVGDQLAEEPGN-RE-QVRVLQGQIERMSQQIGYQLQRASLRKSG 301 
|I4L2U0|P.synxantha             DDLAHSLKTPLAVLQGVSEDMAQRPEE-RS-QAWVLQSQIERMSQQIGYQLQRASLRKSG 301 
|L8NBB2|P.syringae              DDLAHSLKTPLAVLQGVSENIAKRPED-VE-QAWVLQSQIERMSQQIGYQLQRASLRKSG 301 
|E4R7S8|P.putida                DDLAHSLKTPLAVLQGVGESLQQRSGE-RE-QARVLQSQIERMSQQIDYQLQRASLRKSG 301 
|G8Q5P1|P.fluorescens           DDLAHSLKTPLAVLQGVSEDMARRPED-RG-QAWVLQSQIERMSQQIGYQLQRASLRKSG 301 
|Q87AY5|X.fastidiosa            ADLAHSLKTPLAVLRTQLDSGASENEL-----REELDVQLRRMNNLVSYQLARAASSGHK 327 
|A0A088P3F0|P.stuartii          SDLTHSLKTPLAVLQSTLRSLRTGKQMTIEQAEPVMLEQIGRISQQVGYYLHRASAQGDN 313 
|A0A093SV58|P.atrosepticum      TDLTHSLKTPLAVLQTTLRALRTGKEITIDQAEPIMLAQISRISQQIGYYLHRASVRSEH 328 
                                 **:*******:*::                    :  *: *:.: : * * **:      
 
|D0ZV89|S.typhimurium           VLLSRELHPVAPLLDNLISALNKVYQRKGVNISMDISPEISFVGEQNDFVEVMGNVLDNA 391 
|Q7CJ04|Y.pestis                NVLGREIHSVPALLDSLYSALNKVYQRKGIALTLDISPEVTFLGEKNDFMEVMGNVLENA 389 
|S5U8Y3|P.mirabilis             DITTRKLHSLSGLLDNLCSALNKVYQSKGVDITLNVSPEMMWLGEKNDFMEVMGNVLDNA 391 
|L7ZKQ8|S.marcescens            TVLTREIHSVPALLDSLVVALNKVYQRKGVVITLDISPEVTFMGEKNDFMEVMGNVLENA 390 
|P23837|E.coli                  TLLSRELHPVAPLLDNLTSALNKVYQRKGVNISLDISPEISFVGEQNDFVEVMGNVLDNA 390 
|Q83RR1|S.flexneri              TLLSRELHPVAPLLDNLTSALNKVYQRKGVNISLDISPEISFVGEQNDFVEVMGNVLDNA 390 
|W9BNY9|K.pneumoniae            TLLSRELHPIAPLLDSLTSALNKVYQRKGVNISLDISPEITFVGEQNDFMEVMGNVLDNA 391 
|D4GC75|P.ananatis              NPLQRDLHSVSGLLDSLCSALNKVYQRKGVEITLDISPETTFFGDQNDFMEVLGNVLDNA 393 
|W0HJT3|C.Sodalis               NVLSRELHSVPPLLDSLCSALNKVYQRKGVSLSLDISPELTFIGEKNDFMEVMGNILDNA 392 
|I2EJT1|C.sakazakii             MLLSRELHPVASLLDNLTSALNKVYQRKGVSITLDISPEIVFIGEKNDFLEVMGNVLDNA 391 
|A0A076LLK5|E.tarda             SVLNREVHSVSAILDALTSALNKVYQRKGVDISLDIPPELTFIGEKNDLMEVMGNLLDNA 394 
|Q7N3B1|P.luminescens           STIMRKVSSVPALLDSLCSALTKVYQRKSVSLTLDVSPEITWLGEKNDFMEVMGNVLENA 392 
|G8LJP2|E.cloacae               ALLSRELHPVAPLLDNLTSALNKVYQRKGVNISLDISPEISFVGEKNDFMEVMGNLLDNA 391 
|X5EY00|P.aeruginosa            --LVRHREKLAPLVETLCDALDKVYRDKRVSLQRDFSPSFSVPVERGALLELLGNLLENA 359 
|I4L2U0|P.synxantha             --LVRHQVRLEPVLQSLCDTLEKVYRDKRVTVTFDLPPECDVPIEKGALLEMLGNLLENA 359 
|L8NBB2|P.syringae              --LVRHHVMLRPVVESLCNTLDKVYRDKQVKATLDLPEHCQVHMEEGALLEMLGNLLENA 359 
|E4R7S8|P.putida                --LVRHSVLLRPLLDSLCSTLAKVYREKRVDVVLELPDAAQIPMEQGALLEMLGNLLENA 359 
|G8Q5P1|P.fluorescens           --LVRHQVPLRPVLQSLCDTLDKVYRDKRVNVSFDLPEHCQVPIEQGALLEMLGNLLENA 359 
|Q87AY5|X.fastidiosa            --LFSAPVLINFTAEEIVRGLEKVYAAKGVLCEFEIDPKACFYGEPGDLQELLGNLLENA 385 
|A0A088P3F0|P.stuartii          NLMLREISSVPSLLDSLASALHKVYQNKGVSITVDISPEVTWLGQPNDFMEVMGNIMENA 373 
|A0A093SV58|P.atrosepticum      NLLIREVHSVPALLDGLCSALNKVYQRKGVVLTLDIPPELTFVGEKNDFMEVLGNILDNA 388 
                                         :    : :   * ***  * :    :.        :   : *::**:::** 
 

 

Figure	   S5.	   ClustalO	   primary	   sequence	   alignment	   of	   several	   PhoQ	   homologs.	   	   For	   simplicity	   only	   the	  

neighboring	  regions	  to	  residues	  at	  positions	  232	  and	  336	  in	  S.	  Typhimurium	  are	  shown.	  The	  glutamate	  at	  



	  

position	  232	  and	  the	  arginine	  at	  position	  336	  in	  S.	  Typhimurium	  and	  at	  equivalent	  positions	  in	  the	  other	  

PhoQ	  sequences	  are	  indicated	  in	  red	  and	  blue	  respectively.	  


