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TGTG==—=———- GTCCATAT
GATG-—====—— GTCCATAG,
CGTGTCT----AGCCCTCAT,
AGTTGTT----TGTCCACAT
ATTGCAGCAAAAAGCCACGTAGACAAAATGCTAAGTGGCEGAGCAGTGAAAA-TACAAAG
ATTACGC--AAAAGCCACGTAGACATTACGTTAAGTGGC GCGA--AAAG-TACAAAG
AC-ACGACTTACAGCCACGTAGAGAAATTCATCTAT-———— AGTGGCTATTT-TATATTT
GT-GCAAAATTC-GCCACATAGATTGATTGATAAAAT-C GTGGCT-TAC-TAAATTT
TGTTG--AGAAAAGCCGATTAGATACTTTGAGT--T-~-C TTGGCAA-GTAAGATA--
GAT----GGATTAGCCGATTAGATGAA--GAGG--T--C CCGGTGACATAGGCTAGC
GATGAA-AGCAGAGCCGATTAGATCATTTCAATAAT-~-CEAGTTGGTTAAGGCAATATTT
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TTGTTAGGTTATTT-CAAGTA----CCCGTTTAGA--TAGT--ATCTAGGCGGTTTTTTG
TTGTTGGAGAATTT-CAAGCA----TCCGTTTAGA--GAATG-ATCTAAGCGGATTTTTT
ATATGCTATTATTC-AGCCCA----TTTAGTTTT---TTCCA-AACTAGGTGGGCTTTTT
AGTTCAGTGTATTTTCACCTA----CCTCTCTATATGTGTCA-GACCATTTAGATATTCT
TAAA---AGTATCAAGCATTC-TACTTTTTCAATTTATTTTCC-——===—=——————————
TAATCACGATTTCTTACTTACATACTCTTTCGATACTCAATCCATTTAGACGTTTTGTCT
TTGCAGCGCTTTTTAAGGCTC---~-GTTGAAGATGTTCACT---GTAGAGGCAATTTCCT
AACTGACAGAATTTTTGTCAG----TCTGAAGACATTCACTTGGATTTTATCAAATTCTT
-TGTTTTTACGCATGTATTGA--AAACCAGTTAGACTTTTGA-GCCTAGCTGGTTTTATT
TTGTGCTAGTCAAGATGCAGA--GAACCAGTTGGGTCTGT----CCTAGCTGGTTTTTCC
TTTCGCCCTCCCGTGCACAGA--GGAATTGAGAGAAATAATT-AACCAACTAGATGTAGG

A-TGAATA---TCT
C-T-AGTA---TCT
AATGGATAAATTCT
A-TAAAAATA-TCTAA
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eeeesesesl90.......2000.0....210.......2200 0000023000000
S. pneumonlae TTTTATCTTTTCTGAGAAGGAG-========= 230
S.parasanguinis ATTTAT-TTTGCAGAAAAGGA-—————————— 227
A.urinae TTATACCTTTTAGGGGAGTGATAGTA--—-—- 231
S.uberis AAATGGTCTTATTT-——m—————————————— 221
E.faecium = =0 206
E.hirae AAATGGATTTTTTGTTTTCAAAATTGAAGGAG 249
E.faecium_aroF ACAGGGACATCTTTTTTTGTTGATT-—-———— 23
C.maltaromaticum A-GTGGATGTCT-=====————m——mmmmm e 222
S.gallolyticus -TATTGTGGCTGATGTAGAACTAAG---———— 231
S.thermophilus ATGCCGCGGTCTAT--———=———————————— 217
S.agalactiae GTCTAGTTGG-——————————mmmm—m—— 230
eesesesee250.......260.......270
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“Abbreviation species Acc. number downstream protein  Protein annotation
"S.agalactiae Streptococcus agalactiae NEM316 NC_004368.1 gbs2033 ABC transporter substrate-binding protein
S.pneumoniae Streptococcus pneumoniae SPNA45 NC_018594.1 SPNA45_00365 substrate-binding protein (pseudogene)
S.gallolyticus Streptococcus gallolyticus UCN34 NC_013798.1 GALLO_0122 ABC transporter substrate-binding protein
S.thermophilus Streptococcus thermophilus LMG 18311  NC_006448.1 stu0201 ABC transporter substrate binding
S.uberis Streptococcus uberis 0140J emb|AM946015.1] SUBO0137 ABC transporter substrate-binding protein
C.maltaromaticum Carnobacterium maltaromaticum LMA28 emb|HE999757.2] BN424_ 2221 ABC transporter substrate-binding protein
E.hirae Enterococcus hirae ATCC 9790 gb|CP003504.1| EHR_05180 ABC-type uncharacterized transport system
A.urinae Aerococcus urinae ACS120VCol10a gb|CP002512.1| HMPREF9243_1135 ABC transporter substrate binding protein
S.parasanguinis  Streptococcus parasanguinis FW213 NC_017905.1 Spaf_1564 ABC transporter substrate-binding protein
E.faecium Enterococcus faecium NRRL B-2354 gb|CP003583.1| M7W_2682 ABC superfamily ATP binding cassette
E.faecium_aroF Enterococcus faecium NRRL B-2354 gb|CP004063.1| M7W_1273 aroF:2-keto-3-deoxy-D-arabino-heptulosonate-7-

phosphate synthase



