S1 Table. Multiple sequence alignment of PB2 mRNA fragments from known human H5N1 influenza A viruses.

All sequences were obtained from NCBI's Influenza Virus Resource (http://www.ncbi.nlm.nih.gov/genomes/FLU/FLU.html).
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* * * * * * * *
CY111595 5’-...GATGATTCCTGAAAGGAATGAACAAGGGCAGACG--———--— GTGAGAGGCTCAGGAATGAGAATACT...-3’
HM172413 5'-...GATGATTCCTGAAAGGAATGAACAAGGGCAGACG-—-—---—- GTGAGAGGCTCAGGAATGAGAATACT...-3’
EU263988 5’-...GATGATTCCTGAAAGGAATGAACAAGGGCAGACG--———--— GTGAGAGGCTCAGGAATGAGAATACT...-3’
EU146846 5’'-...GATGATTCCTGAAAGGAATGAACAAGGACAGACA--———-— GTTAGAGGCTCAGGAATGAGAATACT...-3’
HM114566 5'-...AATGATCCCTGAAAGGAATGAACAAGGGCAGACG--—---—- GTGAGAGGCTCAGGAATGAGGATACT...-3’
HM114542 5'-...AATGATCCCTGAAAGGAATGAACAAGGGCAGACG--—---—- GTGAGAGGCTCAGGAATGAGGATACT...-3’
HM114550 5’'-...AATGATCCCTGAAAGGAATGAACAAGGGCAGACG--—---—- GTGAGAGGCTCAGGAATGAGGATACT...-3’
HM114558 5’'-...AATGATCCCTGAAAGGAATGAACAAGGGCAGACG--—---—- GTGAGAGGCTCAGGAATGAGGATACT...-3’
GQ232441 5'-...AATGATCCCTGAAAGGAATGAACAAGGGCAGACG--—-——--- GTGAGAGGCTCAGGAATGAGGATACT...-3’
HM114582 5'-...AATGATCCCTGAAAGGAATGAACAAGGGCAGACG--—---—- GTGAGAGGCTCAGGAATGAGGATACT...-3’
HM114614 5'-...GATGATTCCTGAAAGGAATGAACAAGGGCAGACG-—-—---—- GTGAGAGGCTCAGGAATGAGAATACT...-3’
HM114606 5'-...AATGATCCCTGAAAGGAATGAACAAGGGCAGACG--—---—- GTGAGAGGCTCAGGAATGAGGATACT...-3’
HM114598 5’'-...AATGATCCCTGAAAGGAATGAGCAAGGGCAGACG-——--—- GTGAGAGGCTCAGGAATGAGGATACT...-3’
CY088766 5’'-...GATGATTCCTGAAAGGAATGAACAAGGACAGACA--———-— GTGAGAGGCTCAGGAATGAGAATACT...-3’
EU434701 5’-...GATGATCCCTGAACGGAATGAACAGGGACAAACG--—-——--— GTGAGAGGTTCAGGAATGAGAATACT...-3’
EU434693 5’'-...GATGATCCCTGAACGGAATGAACAGGGACAAACG--———--— GTGAGAGGTTCAGGAATGAGAATACT...-3’
AF115291 5'-...GATGATCCCTGAAAGGAATGAGCAAGGTCAAACT-—--——- GTGAGGGGATCAGGAATGAGAATACT...-3’
AF084261 5'-...GATGATCCCTGAAAGGAATGAGCAAGGTCAAACT-—-—-——- GTGAGGGGATCAGGAATGAGAATACT...-3’
AF084262 5'-...GATGATCCCTGAAAGGAATGAGCAAGGTCAAACT-—-—-——- GTGAGGGGATCAGGAATGAGAATACT...-3’
AF084263 5'-...GATGATCCCTGAAAGGAAGGAGCAAGGTCAAACT-—-—-——- GTGAGGGGATCAGGAATGAGAATACT...-3’
AF115290 5'-...GATGATCCCTGAAAGGAATGATCAAGGTCAAACT-—-—-——- GTGAGGGGATCAGGAATGAGAATACT...-3’
CY098659 5’-...GATGATTCCTGAAAGGAATGAACAAGGACAGACA--———-— GTGAGAGGCTCAGGAATGAGAATACT...-3’
CY098576 5’'-...GATGATTCCTGAAAGGAATGAACAAGGGCAGACG--———--— GTGAGAGGCTCAGGAATGAGAATACT...-3’
CY098582 5’-...GATGATTCCTGAAAGGAATGAACAAGGGCAGACG--———--— GTGAGAGGCTCAGGAATGAGAATACT...-3’
CY098571 5’-...GATGATTCCTGAAAGGAATGAACAAGGGCAGACG--———--— GTGAGAGGCTCAGGAATGAGAATACT...-3’
CY098613 5’-...GATGATTCCTGAAAGGAATGAACAAGGGCAGACG--———--— GTGAGAGGCTCAGGAATGAGAATACT...-3’
CY098607 5’-...GATGATTCCTGAAAGGAATGAACAAGGGCAGACG--———--— GTGAGAGGCTCAGGAATGAGAATACT...-3’
CY098638 5’-...GATGATTCCTGAAAGGAATGAACAAGGGCAGACG--———--— GTGAGAGGCTCAGGAATGAGAATACT...-3’
CY098619 5’-...GATGATTCCTGAAAGGAATGAACAAGGGCAGACG--———--— GTGAGAGGCTCAGGAATGAGAATACT...-3’
CY098645 5’-...GATGATTCCTGAAAGGAATGAACAAGGGCAGACG--———--— GTGAGAGGCTCAGGAATGAGAATACT...-3’
CY098652 5’-...GATGATTCCTGAAAGGAATGAACAAGGGCAGACG--———--— GTGAGAGGCTCAGGAATGAGAATACT...-3’
CY098678 5’'-...GATGGTTCCTGAAAGGAATGAACAAGGGCAGACG--———--— GTGAGAGGCTCAGGAATGAGAATACT...-3’
CY098692 5’-...GATGATCCCTGAAAGGAATGAACAAGGGCAGACG--———--— GTGAGAGGCTCAGGAATGAGGATACT...-3’
CY098672 5’'-...GATGATTCCTGAAAGAAATGAACAAGGGCAGACG--———--— GTGAGAGGCTCAGGAATGAGAATACT...-3’

CY098706 5’'-...GATGATTCCTGAAAGGAATGAACAAGGGCAGACG--———--— GTGAGAGGCTCAGGGATGAGAATACT...-3’
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222 235 240 25
* * * *
.GATGATTCCTGAAAGGAATGAACAGGGGCAGACA
.GATGATTCCTGAAAGGAATGAACAGGGGCAGACA
.GATGATTCCCGAAAGGAATGAACAAGGGCAGACA
. TATGATTCCTGAAAGGAATGAACAAGGGCAGACG
. TATGATTCCTGAAAGGAATGAACAAGGGCAGACA
.GATGATCCCTGAACGGAATGAACAGGGACAAACG
.GATGATCCCTGAACGGAATGAACAGGGACAAACG
.GATGATCCCTGAACGGAATGAACAGGGACAAACG
.GATGATCCCTGAACGGAATGAACAGGGACAAACG
.GATGATCCCTGAACGGAATGAACAGGGACAAACG
.GATGATCCCTGAACGGAATGAACAGGGACAAACG
.GATGATCCCTGAACGGAATGAACAGGGACAAACA
.GATGATCCCTGAACGGAATGAACAGGGACAAACG
.GATGATCCCTGAAAGGAATGAACAAGGACAGACG
.GATGATCCCTGAAAGGAATGAACAAGGACAGACG
.GATGATTCCTGAAAGGAATGAACAAGGGCAGACG
.GATGATCCCTGAAAGGAATGAACAAGGACAGACG
.GATGATTCCTGAAAGGAATGAACAAGGGCAGACG
.AATGATTCCTGAAAGGAATGAACAAGGGCAGACA
.GATGATTCCTGAAAGGAATGAACAGGGGCAGACG
.GATGATCCCTGAAAGGAATGAACAAGGACAGACG
.GATGATTCCTGAAAGGAATGAACAAGGGCAGACG
.GATGATTCCTGAAAGGAATGAACAAGGGCAGACG
.GATGATTCCTGAAAGGAATGAACAAGGGCAGACG
.GATGATTCCTGAAAGGAATGAACAAGGGCAGACG
.GATGATTCCTGAAAGGAATGAACAAGGGCAGACG
.GATGATTCCTGAAAGGAATGAACAAGGGCAGACG
.GATGATCCCTGAAAGGAATGAGCAAGGTCAAACT
.GATGATCCCTGAAAGGAATGAGCAAGGTCAAACT
.GATGATTCCTGAAAGGAATGAACAAGGGCAGACG
.GATGATCCCTGAAAGGAATGAACAAGGACAGACG
.GATGATTCCTGAAAGGAATGAACAAGGGCAGACG
.GATGATCCCTGAAAGGAATGAACAAGGACAGACG
.GATGATTCCTGAAAGGAATGAACAAGGGCAGACG
.GATGATCCCTGAAAGGAATGAACAAGGACAGACG
. TATGATTCCTGAAAGGAATGAACAAGGGCAGACG
.GATGATCCCTGAAAGGAATGAACAAGGACAGACG
.GATGATTCCTGAAAGGAATGAGCAAGGGCAGACG
.GATGATTCCTGAAAGGAATGAACAAGGGCAGACG
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* * * *
GTGAGGGGCTCAGGAATGAGAATACT.
GTGAGGGGCTCAGGAATGAGAATACT.
GTGAGGGGCTCAGGAATGAGAATACT.
GTGAGAGGCTCAGGAATGAGAATACT.
GTGAGGGGCTCAGGAATGAGAATACT.
GTGAGAGGTTCAGGAATGAGAATACT.
GTGAGAGGTTCAGGAATGAGAATACT.
GTGAGAGGTTCAGGAATGAGAATACT.
GTGAGAGGTTCAGGAATGAGAATACT.
GTGAGAGGTTCAGGAATGAGAATACT.
GTGAGAGGTTCAGGAATGAGAATACT.
GTGAGAGGTTCAGGAATGAGAATACT.
GTGAGAGGTTCAGGAATGAGAATACT.
GTGAGAGGCTCAGGAATGAGAATACT.
GTGAGAGGCTCAGGAATGAGAATACT.
GTGAGAGGCTCAGGAATGAGAATACT.
GTGAGAGGCTCAGGAATGAGAATACT.
GTGAGAGGCTCAGGAATGAGAATACT.
GTGAGAGGCTCTGGAATGAGAATACT.
GTGAGAGGCTCAGGAATGAGAATACT.
GTGAGAGGCTCAGGAATGAGAATACT.
GTGAGAGGATCAGGAATGAGAATACT.
GTGAGAGGCTCAGGAATGAGAATACT.
GTGAGAGGCTCAGGAATGAGAATACT.
GTGAGAGGCTCAGGAATGAGAATACT.
GTGAGAGGCTCAGGAATGAGAATACT.
GTGAGAGGCTCAGGAATGAGAATACT.
GTGAGGGGATCAGGAATGAGAATACT.
GTGAGGGGATCAGGAATGAGAATACT.
GTGAGAGGATCAGGAATGAGAATACT.
GTGAGAGGCTCAGGAATGAGAATACT.
GTGAGAGGCTCAGGAATGAGAATACT.
GTGAGAGGCTCAGGAATGAGAATACT.
GTGAGAGGCTCTGGAATGAGAATACT.
GTGAGAGGCTCAGGAATGAGAATACT.
GTGAGAGGCTCAGGAATGAGAATACT.
GTGAGAGGCTCAGGAATGAGAATACT.
GTGAGAGGCTCTGGAATGAGAATGCT.
GTGAGAGGCTCAGGAATGAGAATACT.
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222 235 240 25
* * * *
.GATGATTCCTGAAAGGAATGAACAAGGGCAGACG
.GATGATTCCTGAAAGGAATGAACAAGGGCAGACG
.GATGATTCCTGAAAGGAATGAACAAGGGCAGACG
.GATGGTTCCTGAAAGGAATGAACAAGGGCAGACG
.GATGATTCCTGAAAGGAATGAACAAGGGCAGACG
.GATGATTCCTGAAAGGAATGAACAAGGGCAGACG
.GATGATTCCTGAAAGGAATGAACAAGGGCAGACG
.GATGATTCCTGAAAGGAATGAACAAGGGCAGACA
.GATGATTCCTGAAAGGAATGAACAAGGGCAGACG
.GATGATTCCTGAAAGGAATGAACAAGGGCAGACG
.GATGATTCCTGAAAGGAATGAACAAGGGCAGACG
.GATGATCCCTGAACGGAATGAACAGGGACAAACG
.GATGATCCCTGAACGGAATGAACAGGGACAAACG
.GATGATCCCTGAACGGAATGAACAGGGACAAACG
.GATGATCCCTGAAAGGAATGAGCAAGGTCAAACT
.GATGATCCCTGAAAGGAATGAGCAAGGTCAAACT
.GATGATCCCTGAAAGGAATGAGCAAGGTCAAACT
.GATGATCCCTGAAAGGAATGAGCAAGGTCAAACT
.GATGATCCCTGAAAGGAATGAGCAAGGTCAAACT
.GATGATCCCTGAAAGGAATGAGCAAGGTCAAACT
.GATGATCCCTGAAAGGAATGAGCAAGGTCAAACT
.GATGATCCCTGAAAGGAATGAGCAAGGGCAAACT
.GATGATCCCTGAAAGGAATGATCAAGGTCAAACT
.GATGATCCCTGAAAGGAATGAGCAAAGTCAAACT
.GATGATTCCTGAAAGGAATGAACAAGGGCAGACG
.GATGATTCCTGAAAGGAATGAGCAAGGGCAGACG
.GATGATTCCTGAAAGGAATGAACAAGGGCAAACG
.GATGATTCCTGAAAGGAATGAACAAGGGCAGACG
.GATGATTCCTGAAAGGAATGAACAAGGGCAGACG
.GATGATTCCTGAAAGGAATGAACAAGGGCAAACG
.GATGATTCCTGAAAGGAATGAACAAGGGCAAACG
.GATGATTCCTGAAAGGAATGAACAAGGGCAAACG
.GATGATTCCTGAAAGGAATGAACAAGGGCAAACG
.GATGATTCCTGAAAGGAATGAACAAGGGCAGACG
.GATGATTCCTGAAAGGAATGAACAAGGGCAGACG
.GATGATTCCTGAAAGGAATGAACAAGGGCAGACG
.GATGATTCCTGAAAGGAATGAACAAGGGCAGACG
.GATGATTCCTGAAAGGAATGAACAAGGGCAGACG
.GATGATTCCTGAAAGGAATGAACAAGGGCAGACG
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* * * *
GTGAGAGGCTCAGGAATGAGAATACT.
GTGAGAGGCTCAGGAATGAGAATACT.
GTGAGAGGCTCAGGAATGAGAATACT.
GTGAGAGGCTCAGGAATGAGAATACT.
GTGAGAGGCTCAGGAATGAGAATACT.
GTGAGAGGCTCAGGAATGAGAATACT.
GTGAGAGGCTCAGGAATGAGAATACT.
GTGAGAGGCTCAGGAATGAGAATACT.
GTGAGAGGCTCAGGAATGAGAATACT.
GTGAGAGGCTCAGGAATGAGAATACT.
GTGAGAGGCTCAGGAATGAGAATACT.
GTGAGAGGTTCAGGAATGAGAATACT.
GTGAGAGGTTCAGGAATGAGAATACT.
GTGAGAGGTTCAGGAATGAGAATACT.
GTGAGGGGATCAGGAATGAGAATACT.
GTGAGGGGATCAGGAATGAGAATACT.
GTGAGGGGATCAGGAATGAGAATACT.
GTGAGGGGATCAGGAATGAGAATACT.
GTGAGGGGATCAGGAATGAGAATACT.
GTGAGGGGATCAGGAATGACAATACT.
GTGAGGGGATCAGGAATGAGAATACT.
GTGAGGGGATCAGGAATGAGAATACT.
GTGAGGGGATCAGGAATGAGAATACT.
GTGAGGGGATCAGGAATGAGAATACT.
GTGAGAGGCTCTGGAATGAGAATACT.
GTGAGAGGCTCTGGAATGAGAATACT.
GTGAGAGGCTCTGGAATGAGAATACT.
GTGAGAGGCTCTGGAATGAGAATACT.
GTGAGAGGCTCTGGAATGAGAATACT.
GTGAGAGGCTCTGGAATGAGAATACT.
GTGAGAGGCTCTGGAATGAGAATACT.
GTGAGAGGCTCTGGAATGAGAATACT.
GTGAGAGGCTCTGGAATGAGAATACT.
GTGAGAGGCTCTGGAATGAGAATACT.
GTGAGAGGCTCTGGAATGAGAATACT.
GTGAGAGGCTCAGGAATGAGAATACT.
GTAAGAGGCTCTGGAATGAGAATACT.
GTGAGAGGCTCTGGAATGAGAATACT.
GTGAGAGGCTCTGGAATGAGAATACT.
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EU146784
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EU268216
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CY014492
CY014484
CY014500
CY014391
DQ138181
CY017683
DQ492900
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CY014444
CY014526
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* * * *
.GATGATTCCTGAAAGGAATGAACAAGGGCAGACG
.GATGATTCCTGAAAGGAATGAACAAGGGCAGACG
.GATGATTCCTGAAAGGAATGAACAAGGGCAGACG
.GATGATTCCTGAAAGGAATGAACAAGGGCAGACG
.GATGATTCCTGAAAGGAATGAACAAGGGCAGACG
.GATGATTCCTGAAAGGAATGAACAAGGGCAGACG
.GATGATTCCTGAAAGGAATGAACAAGGGCAGACG
.GATGATTCCTGAAAGGAATGAACAAGGGCAGACG
.GATGATTCCTGAAAGGAATGAACAAGGGCAGACG
.GATGATTCCTGAAAGGAATGAACAAGGGCAGACG
.GATGATTCCTGAAAGGAATGAACAAGGGCAGACG
.GATGATTCCTGAAAGGAATGAACAAGGGCAGACG
.GATGATTCCTGAAAGGAATGAACAAGGGCAGACG
.GATGATCCCTGAAAGGAATGAACAAGGGCAGACG
.GATGATTCCTGAAAGGAATGAACAAGGGCAGACG
.GATGATTCCTGAAAGGAATGAACAAGGGCAGACG
.GATGATTCCTGAAAGGAATGAACAAGGGCAGACG
.GATGATTCCTGAAAGGAATGAACAAGGGCAGACG
.GATGATTCCTGAAAGGAATGAACAAGGGCAGACG
.GATGATTCCTGAAAGGAATGAACAAGGGCAGACG
.GATGATTCCTGAAAGGAATGAACAAGGGCAGACG
.GATGATTCCTGAAAGGAATGAACAAGGGCAGACG
.GATGATTCCTGAAAGGAATGAACAAGGGCAGACG
.GATGATTCCTGAAAGGAATGAACAAGGGCAGATG
.GATGATTCCTGAAAGGAATGAACAAGGGCAGACG
.GATGATTCCTGAAAGGAATGAACAAGGGCAGACG
.GATGATTCCTGAAAGGAATGAACAAGGGCAGACG
.GATGATTCCTGAAAGGAATGAACAAGGGCAGACG
.GATGATTCCTGAAAGGAATGAACAAGGGCAGACG
.GATGATTCCTGAAAGGAATGAACAAGGGCAGACG
.GATGATTCCTGAAAGGAATGAACAAGGGCAGACG
.GATGATTCCTGAAAGGAATGAACAAGGGCAGACG
.GATGATTCCTGAAAGGAATGAACAAGGGCAGACG
.GATGATTCCTGAAAGGAATGAACAAGGGCAGACG
.GATGATTCCTGAAAGGAATGAACAAGGGCAGACG
.GATGATTCCTGAAAGGAATGAACAAGGGCAGACG
.GATGATTCCTGAAAGGAATGAACAAGGGCAGACG
.GATGATTCCTGAAAGGAATGAACAAGGGCAGACG
.GATGATTCCTGAAAGGAATGAACAAGGGCAGACG
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* * * *
GTGAGAGGCTCTGGAATGAGAATACT.
GTGAGAGGCTCTGGAATGAGAATACT.
GTGAGAGGCTCTGGAATGAGAATACT.
GTGAGAGGCTCTGGAATGAGAATACT.
GTGAGAGGCTCTGGAATGAGAATACT.
GTAAGAGGCTCTGGAATGAGAATACT.
GTGAGAGGCTCTGGAATGAGAATACT.
GTGAGAGGCTCAGGAATGAGAATACT.
GTGAGAGGCTCTGGAATGAGAATACT.
GTGAGAGGCTCTGGAATGAGAATACT.
GTGAGAGGCTCTGGAATGAGAATACT.
GTGAGAGGCTCTGGAATGAGAATACT.
GTGAGAGGCTCAGGAATGAGAATACT.
GTGAGAGGCTCTGGAATGAGAATACT.
GTGAGAGGCTCTGGAATGAGAATACT.
GTGAGAGGCTCTGGAATGAGAATACT.
GTGAGAGGCTCTGGAATGAGAATACT.
GTGAGAGGCTCTGGAATGAGAATACT.
GTGAGAGGCTCTGGAATGAGAATACT.
GTGAGAGGCTCAGGAATGAGAATACT.
GTGAGAGGCTCTGGAATGAGAATACT.
GTGAGAGGCTCTGGAATGAGAATACT.
GTGAGAGGCTCTGGAATGAGAATACT.
GTGAGAGGCTCTGGAATGAGAATACT.
GTGAGAGGCTCTGGAATGAGAATACT.
GTGAGAGGCTCAGGAATGAGAATACT.
GTGAGAGGCTCTGGAATGAGAATACT.
GTGAGAGGCTCAGGAATGAGAATACT.
GTGAGAGGCTCTGGAATGAGAATACT.
GTGAGAGGCTCTGGAATGAGAATACT.
GTGAGAGGCTCAGGAATGAGAATACT.
GTGAGAGGCTCAGGAATGAGAATACT.
GTGAGAGGCTCTGGAATGAGAATACT.
GTGAGAGGCTCTGGAATGAGAATACT.
GTGAGAGGCTCTGGAATGAGAATACT.
GTGAGAGGCTCTGGAATGAGAATACT.
GTGAGAGGCTCAGGAATGAGAATACT.
GTGAGAGGCTCTGGAATGAGAATACT.
GTGAGAGGCTCTGGAATGAGAATACT.
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CY014512
AY818126
EU146655
CY014520
CY014320
CY014175
DQ372598
JX235396
CY014468
EU146776
CY014269
CY014277
CY014285
CY014392
CY014436
EU146800
CY014476
EU146774
HM172438
CY014293
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* * * *
.GATGATTCCTGAAAGGAATGAACAAGGGCAGACG
.GATGATTCCTGAAAGGAATGAACAAGGGCAGACG
.AATGATTCCTGAAAGGAATGAACAAGGGCAGACA
.GATGATTCCTGAAAGGAATGAACAAGGGCAGACG
.AATGATTCCTGAAAGGAATGAACAAGGGCAGACA
.AATGATTCCTGAAAGGAATGAACAAGGGCAGACA
.GATGATTCCTGAAAGGAATGAACAAGGGCAGACG
.AATGATTCCTGAAAGGAATGAACAAGGGCAGACA
.GATGATTCCCGAAAGGAATGAACAAGGACAGACG
.GATGATTCCCGAAAGGAATGAACAAGGACAGACG
.GATGATTCCCGAAAGGAATGAACAAGGACAGACG
.GATGATTCCCGAAAGGAATGAACAAGGACAGACG
.GATGATTCCCGAAAGGAATGAACAAGGACAGACG
.GATGATTCCCGAAAGGAATGAACAAGGACAGACG
.GATGATTCCCGAAAGGAATGAACAAGGACAGACG
.GATGATTCCCGAAAGGAATGAACAAGGACAGACG
.GATGATTCCCGAAAGGAATGAACAAGGACAGACG
.GATGATTCCCGAAAGGAATGAACAAGGACAGACG
.GATGATTCCTGAAAGGAATGAACAAGGGCAGACG
.GATGATTCCCGAAAGGAATGAACAAGGACAGACG
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* * * *
GTGAGAGGCTCTGGAATGAGAATACT.
GTGAGAGGCTCAGGAATGAGAATACT.
GTGAGAGGCTCTGGAATGAGAATACT.
GTGAGAGGCTCTGGAATGAGAATACT.
GTGAGAGGCTCTGGAATGAGAATACT.
GTGAGAGGCTCTGGAATGAGAATACT.
GTGAGAGGATCAGGAATGAGAATACT.
GTGAGAGGCTCTGGAATGAGAATACT.
GTGAGAGGCTCTGGAATGAGAATACT.
GTGAGAGGCTCTGGAATGAGAATACT.
GTGAGAGGCTCTGGAATGAGAATACT.
GTGAGAGGCTCTGGAATGAGAATACT.
GTGAGAGGCTCTGGAATGAGAATACT.
GTGAGAGGCTCTGGAATGAGAATACT.
GTGAGAGGCTCTGGAATGAGAATACT.
GTGAGAGGCTCTGGAATGAGAATACT.
GTGAGAGGCTCTGGAATGAGAATACT.
GTGAGAGGCTCTGGAATGAGAATACT.
GTGAGAGGCTCAGGAATGAGAATACT.
GTGAGAGGCTCTGGAATGAGAATACT.
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