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Supplementary Figure S1. The total chlorophyll contents of both
WT and JA-biosynthesis mutants under control and salt stress
conditions.

Values represent the mean of at least three independent
experiments *SE. Means followed by different letters among
treatments are significantly different, according to ANOVA single
factor test with respect to Tukey’s Honest Significant Difference
(HSD) test (P<0.05).
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Supplemental Figure S2. Superoxide scavenging assay (SOSA) of both wild
type and JA-biosynthesis mutants under salinity stress.

SOSA test of aqueous crude extracts of wild-type (A), com2 (B) and hebiba (C)
under control and salinity stress of 100 mM NacCl for 3 days. (D) IC50% values of
WT, com2 and hebiba under control (blank bars) and salt stress (grey bars)
conditions, the standard ascorbic acid was used as internal positive control (Red
bars). Values represent the mean of at least three independent experiments +SE.
Means followed by different letters among treatments are significantly
different, according to ANOVA single factor test with respect to Tukey’s Honest
Significant Difference (HSD) test (P<0.05). Equations shown in the graph
correspond to the trend lines of ascorbic acid, control and NaCl treatments from
top to bottom, respectively.
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Supplemental Figure S3. Hydrogen peroxide scavenging assay (HPSA) of both
wild type and JA-biosynthesis mutants under salinity stress.

HPSA test of aqueous extracts of wild-type (A), com2 (B) and hebiba (C) under
control and salinity stress of 100 mM NaCl for 3 days. (D) The values of 1C50%
of WT, com2 and hebiba under control (blank bars) and salt stress conditions
(grey bars), the standard BHA (butylated hydroxyanisole) (Red bars) was used
as internal positive control. Values represent the mean of at least three
independent experiments +SE. Means followed by different letters among
treatments are significantly different, according to ANOVA single factor test with
respect to Tukey’s Honest Significant Difference (HSD) test (P<0.05). Equations
shown in the graph correspond to the trend lines of BHA, control and NaCl
treatments from top to bottom, respectively.




(A) (B)

WT cpm2
160 - Mannitol 160 Mannitol
140 - 4 Control 140 - 4 Control
y = 0,976x + 32,43 = Nacl y = 0,982x + 31,12 W Nacl
5120 1 Re=0653 6120 1 re=0664
5100 - . y =0,267x + 16,46 5100 - i y=0,281x + 12,72
= 1 R?=0,819 ‘= i R?= 0,867
< 80 1 < 80 - A
5 60 . R 5 60 - s
NS B X y=0,108x + 1,859
>0 4/ ¢ y =0,097x + 1,579 40 - R? = 0,955
R2=0,96
20 ;-:J/./-/./g. 20 -
0 T T 0 T T
0 100 200 300 0 100 200 300
ng extract /ml reaction ug extract/ ml reaction
() hebiba D) IC. %
160 ~ Mannitol g O Mannitol
¢ Control & 700 BWT
140 ~ B Nacl =
- y=0,982x + 31,12 € 600 { Mcpm2 c
S 120 1" re-ocea < B hebiba Cc
S 100 - 2 500 ~
o _ a y = 0,094x + 2,287 o
.E g0 4 % R?=0,955 g 400 A
S 60 - . 300 -
N y =0,283x + 6,295 © |
40 A R? = 0,943 2 200 bbb
o
20 ¢ 100 -, m
3
0 0 A=
0 100 200 300 +ve Control NacCl
cont.

ng extract/ml reaction

Supplemental Figure S4. Hydroxyl radical scavenging activity (HRSA) of both
wild type and JA-biosynthesis mutants under salinity stress.

HRSA test of aqueous extracts of wild-type (A), com2 (B) and hebiba (C) under
control and salinity stress of 100 mM NaCl for 3 days. (D) The values of 1IC50%
of WT, com2 and hebiba under control (blank bars) and salt stress (grey bars)
conditions, the standard mannitol was used as internal positive control (green
bas). Values represent the mean of at least three independent experiments +
SE. Means followed by different letters among treatments are significantly
different, according to ANOVA single factor test with respect to Tukey’s Honest
Significant Difference (HSD) test (P<0.05). Equations shown in the graph
correspond to the trend lines of mannitol, control and NaCl treatments from top
to bottom, respectively.
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Supplementary Figure S5. Alterations in transcript accumulations of
stress related genes in response to salinity.

Plants were treated with 100 mM NaCl for 24 h and 72 h as
indicated, respectively. Results for the wild type and com2 are indicated
by white and grey bars (£SE), respectively. Two asterisks at P<0.01 in a
Student’s t-test.



Gene name

Accession No.

Forward(5’-3’ prime)

Reverse(5’-3’ prime)

Os NHX1

Os SAT

Os 0X0.4

Os JAZ13

Os JAZS8

Os JAR1

B-actin

EF(TU)

0s07t0666900

0s05t0533500-01

LOC_0s03g48750

0s10g25230

0s09g26780

0s05g50890

AK101613

0s02t0595700

TGTGCTCCGACAACCTGTAA

TTGATTGGCAGGAAGAACG

AATAAACTTGTCGTCGTCGCCATC

CGTGAGGATGCTTATTATGCTTG

GAAGGCTCAACAGCTGACCATAT

AGGAGGCATCAAAGTTCCTGGG

CCATTCTTCTCCGTCTT

CTTGATGCCACATGGAATTG

TACATGCAGGGTGGCAACTA

TGGTGTAGTCCGACCACTGT

GGCGCACTTACAAAATACC

CCAATGAAATTATATGATCCCTAGC

TTGGTGGACGGGAAGTTCTC

CTCAGCTCCCAGAAGATCACG

GCTCCTGCTCGTAGTC

TTGTCAAGCAAGCAAACCAC

Supplementary Table S1. . The sequences of forward and reverse primers for the genes

of interest and the two genes used for normalization.




