Table e-6: Cross Phenotype Spatial Mapping (CPSM) results for All reported loci with peak height > 1.5 for ischemic stroke and migraine subtype where
the calculation was performed. Chromosomal band, chromosomal location, peak SNP and peak height are displayed. Direction of effect is given for the
peak SNP. Genes in the region denote All genes found within the specified region. Results with a peak height > 2.5 are given in Table 2.

Migraine  Stroke Chr Position Locus Peak SNP Same Peak Genes within locus
Phenotype Phenotype band (Mb) size directional height
effect
All All IS 1p32.3 53.8-53.9 96.5kB  rs12045240 N 1.97 GLIS1
migraine
All AllIS 1921.2 146.3-148.1 1.80MB rs7531664 N 2.37 NBPF1, NBPF12, PPIAL4A, NBPF20,
migraine NBPF15, NBPF16
All All IS 5033.1 151.0-151.1 57.5kB  rs2915827 N 1.75 ATOX1, G3BP1
migraine
All All 1S 70921.11 77.9-78.0 56.3kB  rs6466258 Y 1.50 MAGI2
migraine
All All IS 8q12.1 60.3-60.5 78.0kB  rs4386970 Y 1.61 -
migraine
All All 1S 8q24.3 143.3-144.4 97.3kB  rs7465202 Y 1.78 TSNARE1
migraine
All All IS 10926.13 123.3-123.4 111.7kB rs2981579 N 2.07 FGFR2
migraine
All All 1S 11p15.4 10.6-10.7 86.2kB  rs7940646 Y 2.03 MRVI1
migraine
All All IS 11913.5 76.6-76.7 112.1kB rs1793488 Y 1.72 GDPD4, PAK1
migraine
All All 1S 129q13.11 48.3-48.4 168.6kB rs4641552 Y 1.73 FAM186B, PRPF40B, FMNL3, TMBIM6
migraine
All All IS 13922.3 78.1-78.3 101.8kB rs9574277 Y 2.09 -
migraine
All All 1S 13932.2 98.9-99.2 190.7kB  rs1570738 N 1.91 TM9SF2, CLYBL
migraine
All All IS 16pl1.2 29.8-29.9 88.7kB  rs4609871 Y 1.72 IMAA, SEZ6L2, ASPHD1, KCTD13,
migraine TMEM219
All All 1S 16pl1.2 30.0-30.3 219.5kB rs7202714 Y 1.62 IMAA, GIYD2, CORO1A, SULT1A3,
migraine BOLA2B




All

migraine

All LAS 3q927.3 189.0-189.1 66.0kB  rs577790 N 1.79 -

migraine

All LAS 5q12.3 65.4-65.6 106.8kB rs36838 Y 1.67 SFRS12
miiraine

All LAS 5q15 92.9-93.0 86.0kB  rs1046217 N 1.60 NR2F1, FAM172A
migraine

All LAS 8021.13 84.2-84.3 62.9kB  rs4481591 Y 1.69 -

migraine

All LAS 12g13.3 55.8-55.9 86.1kB  rs1385526 Y 2.24 STAT6, LRP1
migraine

All LAS 14q13.2 35.1-35.2 134.6kB rs10133920 N 1.51 GARNL1
migraine

All LAS 15q11.2 21.3-21.4 72.6kB rs6576538 Y 1.87 MKRN3
migraine

All LAS 16qg23.1 73.8-74.0 207.6kB rs7203157 Y 2.21 CFDP1, TMEM170A

migraine




All

migraine

All CE 2p12 83.3-83.4 64.9kB  rs6547485 Y 1.63 -

migraine

All CE 2q13 112.7-112.9 213.3kB rs6751146 Y 1.53 ZC3H8, ZC3H6, RGPD5
miiraine

All CE 5935.1 170.2-170.5 271.3kB rs930890 Y 1.93 RANBP17
migraine

All CE 6025.2 154.8-154.9 68.8kB  rs6557352 N 1.80 CNKSR3
migraine

All CE 9¢21.32 85.7-85.8 110.6kB  rs7853377 N 1.65 KIF27, C9orf64, HNRPK, RMI1
migraine

All CE 10g22.1 74.0-74.3 280.5kB rs12779026 Y 1.83 CBARA1, CCDC109A

migraine

All CE 13q14.3 49.4-49.5 135.1kB rs2407882 N 1.86 C13orfl, DLEU2, TRIM13, KCNRG
migraine _
All CE 21g21.2 23.0-23.1 81.5kB  rs2827688 N 2.15 -

migraine




All SVvD 1p36.32 3.0-3.1 58.7kB  rs2651899 N 1.51 PRDM16
migraine

All SVvD 2g31.1 174.6-174.8 203.5kB rs12463405 Y 2.39 OLA1

migraine

All SVvD 2¢33.1 203.4-203.5 97.6kB  rs7582720 Y 2.07 ICA1L, WDR12, ALS2CR8
miiraine

All SVvD 4p15.1 35.2-35.3 99.7kB  rs7678149 Y 1.86 -

migraine

All SVvD 5¢32 145.8-145.9 68.0kB  rs7719203 Y 1.82 TCERG1
migraine

All SVvD 6p24.1 13.0-13.1 68.0kB  rs7454157 Y 1.66 PHACTR1
migraine

All SVvD 8q24.21 130.9-131.0 88.6kB rs2046260 Y 2.23 FAM49B
migraine

All SVD 9g33.1 118.3-118.4 102.0kB  rs4836756 N 2.44 ASTN2
migraine
All SVD 139q14.11 43.3-43.4 74.9kB rs2275252 N 1.56 CCDC122, C130rf31

migraine
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MA CE 4p16.3 0.24-0.34 104.2kB rs6828802 N 2.36 ZNF141

MA CE 4026 119.0-119.1 89.0kB rs11098412 Y 1.65 =

MA CE 6p22.1 29.7-29.8 67.7kB rs3025632 N 2.05 GABBR1

MA CE 10921.1 57.4-57.5 68.7kB rs11005196 N 1.58 =

MA CE 11p11.2 56.4-56.6 241.0kB rs2864076 N 1.74 MDK, CHRM4, AMBRA1, HARBI1
MA CE 14913.2 35.3-35.4 114.8kB rs4981309 N 2.12 GARNL1, BRMS1L

MA CE 15915.1 40.5-40.7 137.2kB rsg033412 Y 1.94 SNAP23, LRRCS57, CEP27

MA CE 15025.3 86.5-86.6 84.7kB rs11635443 N 2.17 NTRK3

MA CE 17p13.1 7.3-7.4 96.6kB rs4796430 N 2.39 CHRNB1, ZBTB4, AMA1L3, POLR2A
MA CE 17923.2 58.2-58.3 86.7kB rs1476811 N 2.01 MARCH10

MA CE 20013.2 50.5-50.6 83.0kB rs6021974 Y 2.10 -

MA SVvD 2q31.1 174.7-174.8 105.8kB  rs12463405 Y 1.77 OLA1l

MA SVD 3p21.3 49.6-49.7 92.7kB rs2131109 N 2.04 BSN, APEH, MST1, RNF123

MA SvD 3q11.2 99.0-99.2 183.4kB rs831882 N 1.61 ARLG, CRYBG3, MINA

MA SVD 9g21.31 81.9-82.0 84.5kB rs10780355 Y 2.21 -

MA SVvD 11923.1 111.7-111.8 90.1kB rs10502156 Y 1.91 -

Abbreviations: SNP = single nucleoide polymorphism; Chr = chromosomeMO = migraine without aura; MA = migraine with aura; IS = ischemic stroke;
LAS = large artery stroke; CE = cardioembolic; SVD = smAll vessel disease.



