Supporting table 2

. . localization in the
gene primers' sequence genome (nt)

1.1Fw | CGGTGGCGTCGCTTCGACAT 463328-463347

g 1.3Rev CACCGAGGCCCACAGCGTC 464700-464682

E § 1.2Fw | GGCCGGACTTTCGCCTCACC 464486-464505

§ EI 1.2Rev | CTGGTAGGCGAGCGCGAAGG 465780-465761
o

g 1.3Fw | CCCAAGAGGCACGCGAGCTG 465569-465588

1.1Rev | CCGTCCCCGAACGCCAATCA 466695-466676

. 2.1Fw | CCAGCGGTTTCCTACGGGCG 1526542-1526561

g 2.3Rev | CGCCGGCAGATCTCGCTCAC 1527960-1527941

g E 2.2Fw | TGGGTGCCTGCCCGGAGTTA | 1527762-1527781

§ g 2.2Rev | TCTGCGCCAGGCAGGCAAAC | 1529081-1529062

§ 2.3Fw CCGAGGCGATCGAGCTGGC 1528881-1528899

= 2.1Rev | GCGACAACGCGCAGAAGAGC | 1530170-1530151

e 3.1Fw | ACCTTTGGTCGCTGGCTGGC 2797439-2797458

% 3.3Rev | GGATCTGGCGCGACCGTGG 2798733-2798715

E’ % 3.2Fw | CCCTGCCAGAGATTCGCCGC 2798497-2798516

§ § 3.2Rev | GCGGCTCTGATCGTCGCGTT 2799830-2799811
N

<y 3.3Fw | CAGGGCGAGGTTGTCGGCAG | 2799633-2799652

= 3.1Rev | CACGGGCACTGTAGGTCCGC | 2800950-2800931




