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Supplemental Table S1. List of proteins that vary between strains.

Comparison # . List of proteins that vary between strains
proteins
KOSrarge vs. RL2, RS1, ULS, UL7, UL8, UL9, UL13, UL19, UL21, UL22
KOS avs. | 17 ’ ’ > ’ ’ 2 ’ ’ ’ ’
Syncytial UL23, UL27, UL29, UL36, UL52, US8A, US10
KOSHypersyncytial
Frarge VS. 15 RL1, RL2, RS1, UL9, UL10, UL27, UL29, UL35, UL36, UL37,
Fsyneytial UL38, UL39, UL44, US3, US11
RL1, RL2, RS1, UL1, UL2, ULS5, UL6, ULS, UL9, UL10, UL11,
UL12, UL13, UL14, UL15, UL16, UL17, UL18, UL19, UL20,
H166 vs. 63 UL21, UL22, UL23, UL24, UL25, UL26, UL26.5, UL27, UL29,
H166syncytial UL30, UL32, UL34, UL36, UL37, UL38, UL39, UL3, UL40,
UL41, UL42, UL43, UL44, UL46, UL47, UL48, UL49, ULS51,
ULS52, ULS53, UL56, US1, US2, US3, US4, USS, US6, US7, USS,
US8A, US9, US10, US11, US12
McKrae RL1, RS1, RL2, UL3, ULS, UL6, UL7, UL17, UL23, UL25, UL29,
(JX142173 & 27 UL30, UL32, UL36, UL37, UL38, UL42, UL50, UL54, ULS5S,
JQ730035)* ULS56, USS, US3, US2, US7, US10, US11

* Data drawn from references (1, 2).
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