Table S4. Summary of joint linkage mapping for 12 metabolites and first two principal compor

Trait QTL Marker Chr cM DF SS MS FValue

AA m95 PZA0139 1 116.5 26 14.3387 0.5515 3.1964
AA m200 PZA0010: 2 38.6 26 16.1421 0.6209  3.5984
AA m262 PZA0352¢ 2 97.5 26 30.6849 1.1802 6.8403
AA m376 PZD0002 3 80.8 26 12.175 0.4683 2.7141
AA m395 PZA0374- 3 100.6 26 11.7846  0.4533 2.627
AA m493 PZA0027 4 80.6 26 14.3615 0.5524 3.2015
AA m579 PZA0211: 5 56.2 26 18.7965 0.7229  4.1902
AA mo648 PZA0345: 5 91.9 26 10.9984 0.423  2.4518
AA mo677 PZA00831 5 132.6 26  16.698 0.6422 3.7224
AA m703 PHMS8906 6 18.6 26 17.8569 0.6868  3.9807
AA m789 PZAO0121( 7 49.5 26 11.3966 0.4383  2.5406
AA m816 PZA0272. 7 81.2 26 16.2574  0.6253  3.6241
AA m&88 PZA0301: 8 62.3 26 19.3376  0.7438 4.3108
AA m924 PHM1562 8 88.5 26 13.1799 0.5069 2.9381
AA m960 zb7.2 9 38.9 26 25.6848 0.9879  5.7257
AA ml067 PHMI1262 10 438 26 14.0668 0.541  3.1358
AA ml091 PZA0360: 10 75.4 26 11.2361  0.4322  2.5048
AA ml1105 PZA0006: 10 93.7 26 12.6144  0.4852 2.812
Chla m79 PZA0320! 1 89.7 26 4927.59 189.523  3.0384
Chla m216 PZA0137: 2 59.9 26 4766.03 183.309 2.9387
Chla m316 PHMA4204 3 38.3 26 4099.7 157.681  2.5279
Chla m4ll PZA0314 3 127.7 26 923097 355.037 5.6918
Chla m666 PZA0266' 5 110.7 26 5608.44 215.709 3.4582
Chla m968 PZB0111( 9 41.8 26 576195 221.614  3.5528
Chla ml106 PZA0252 10 101.9 26 5013.19 192.815 3.0911
Chlb m73 PZA0275( 1 87.9 26 113.644 43709 3.5191
Chlb m87 PZA0353 1 99.3 26 103.678 3.9876 3.2105
Chlb ml66 PZA0123: 1 196.8 18 122272  6.7929 5.469
Chlb m170 PZA0085¢ 1 199.4 18 940.037 52.2243 42.0462
Chlb ml75 PHM?761¢ 1 202.4 25 108.354 4.3342  3.4895
Chlb m261 PZA0075: 2 94.9 26 81.0851 3.1187 2.5109
Chlb m589 PZA0153( 5 58.3 26 85.6707 3.295  2.6529
Chlb m818 PZA0226! 7 92.2 19 185.352 9.7554  7.8541
Chlb m&24 PZA0222: 7 112.2 23 152.625 6.6358  5.3426
Fruc m304 PZA0209( 3 15 26 1.1576  0.0445 3.2379
Fruc m339 PZA0050! 3 57.7 26 1.008 0.0388 2.8193
Fruc mo625 PZA0014: 5 76.9 26  0.8326 0.032  2.3287
Fruc m680 PZA0248( 5 152.3 26 09 0.0346 2.5171
Fruc m771 PHM155C 7 47.8 26 1.5823  0.0609 4.4255
Fruc m959 PZA0305¢ 9 34.5 26  0.8972  0.0345 2.5093
Fruc ml035 PHM2828& 10 21.3 26 0.9488 0.0365 2.6537
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1ents

Number of families

Negative  Positive
ProbF RS9 Effect Effect
8.55E-08  0.0115 7 7
1.98E-09 0.013 1 5 6
5.79E-24  0.0247 13 13
6.27E-06  0.0098 1 5 6
1.32E-05  0.0095 5 1 6
8.16E-08  0.0115 7 1 8
6.19E-12  0.0151 7 7
5.69E-05  0.0088 2 2 4
6.04E-10 0.0134 8 8
4.90E-11  0.0144 8 8
2.73E-05  0.0092 7 7
1.55E-09  0.0131 5 5
1.86E-12  0.0155 9 9
8.83E-07  0.0106 7 7
8.61E-19  0.0206 14 14
1.49E-07 0.0113 8 8
3.67E-05 0.009 1 5 6
2.68E-06  0.0101 6 6
3.56E-07  0.0108 8 1 9
8.69E-07  0.0105 7 7
3.01E-05 0.009 6 6
1.17E-18  0.0203 13 13
7.37E-09  0.0123 7 7
3.01E-09  0.0127 8 8
2.21E-07 0.011 7 7
4.17E-09  0.0135 2 2
7.46E-08  0.0123 2 1 3
6.36E-13  0.0145 2 2
2.10E-136  0.1116 1 2 3
1.03E-08  0.0129 1 4 5
3.48E-05  0.0096 1 7 8
1.05E-05 0.0102 6 6
8.51E-22 0.022 1 3 4
2.31E-15  0.0181 1 1 2
5.76E-08  0.0122 4 1 5
2.50E-06  0.0106 3 3 6
0.000153  0.0088 1 4 5
3.30E-05  0.0095 2 4 6
5.71E-13  0.0167 10 10
3.52E-05  0.0094 3 3
1.04E-05 0.01 3 3
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3.04E-05
4.46E-07
3.60E-09
1.14E-08
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5.88E-10
1.60E-09
6.88E-14
1.32E-13
2.45E-61
5.55E-07
7.40E-06
6.54E-05
3.57E-08
6.75E-05
5.49E-06
1.81E-09
3.77E-05
1.37E-06
1.19E-10
5.60E-06
1.59E-06
9.53E-18
3.27E-14
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2.21E-13
5.34E-08
3.68E-07
1.00E-07
9.77E-11
2.48E-05
7.84E-13
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1.76E-05
3.18E-07
8.02E-07
3.82E-08
2.32E-06
5.11E-17
1.18E-05
8.96E-05
2.28E-09
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