Pairwise 1-way ANOVA with post-hoc Tukey HDS of embryonal masses

Link to Tukey calculator
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http://statistica.mooo.com/OneWay_Anova_with_TukeyHSD

Figure 5

LEC1 WOX2
treatments | Tukey HSD | Tukey HSD | Tukey HSD treatments | Tukey HSD | Tukey HSD | Tukey HSD
palr Q statistic | p-value inferfence pair Q statistic p-value inferfence
AvsB 2.3312 AvsB 0.6624
Avs C 1.0705 Avs C 0.3303
BvsC 1.2607 BwsC 0.3321
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pair Q statistic p-value inferfence
Avs B 3.7329
Avs C 0.9991
Bwvs C 2.7338
10,000 LEC1 40,000 WOX2 _[
< 7,500 - T < 30,000 - + 1
@ J_ 2
=4 l g
5 5,000 s 20,000
2 2
& 2,500 & 10,000
(= =
A A A A A A
o] T 0 . !
EM-A EM-B EM-C EM-A EM-B EM-C
Genotype Genotype
3,000 ABI3
2,500
§ )
o 2,000 -
g I
S 1,500
@ 1,000
= 500 - m
o A A . A
EM-A EM-B EM-C
Genotype




Figure 6

SKN1 SKN2
treatments | Tukey HSD | Tukey HSD | Tukey HSD { treatments | Tukey HSD | Tukey HSD | Tukey HSD
pair Q statistic p-value inferfence pair Q statistic p-value inferfence
Avs B 2.1476 Avs B 2.6058
Avs C 2.6258 Avs C 1.0422
Bws C 0.4782 Bwvs C 1.5637
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treatments | Tukey HSD | Tukey HSD | Tukey HSD treatments | Tukey HSD | Tukey HSD | Tukey HSD
pair Q statistic p-value inferfence pair Q statistic p-value inferfence
Avs B 0.4983 Avs B 1.6767
Avs C 0.7973 Awvs C 1.5975
Bvs C 0.2990 BwvsC 0.0792
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Figure 7

WOX4
treatments | Tukey HSD | Tukey HSD | Tukey HSD
pair Q statistic p-value inferfence
Avs B 0.4075
Avs C 3.2599
BwvsC 3.6674
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