Table S1 Homozygous EMS-related mutations in the AR241 Exome

Chromosome Location? Reference Mutant Gene Amino acid Codon
sequence  sequence change change

1 570351 G AT1G02650 c/Y tGt/tAt
1 776720 G A AT1G03190 G/E gGa/gAa
1 792780 G A AT1G03240 ANV gCe/gTg
1 1317235 G A AT1G04700 R/Q cGg/cAg
1 1470175 G A AT1G05100 G/E gGa/gAa
1 1751949 G A AT1G05820 v/ Gtt/Att
1 2385274 G A AT1G07705 E/K Gaa/Aaa
1 2812322 G A AT1G08790 D/N Gac/Aac
1 2927915 G A AT1G09070 G/D gGce/gAc
1 3033900 G A AT1G09400 P/s Cct/Tct

1 3266046 G A AT1G10010 G/D gGt/gAt
1 3367220 G A AT1G10280 R/C Cgc/Tge
1 3691108 G A AT1G11070 P/L cCg/cTg
1 3818161 G A AT1G11350 S/L tCa/tTa
1 4014976 G A AT1G11905 A/T Gcet/Act
1 4173407 G A AT1G12270 G/S Ggt/Agt
1 4956980 G A AT1G14480 A/T Gca/Aca
1 5427361 G A AT1G15770 P/S Cct/Tct

1 5639610 G A AT1G16500 S/N aGc/aAc
1 6099926 G A AT1G17730 E/K Gaa/Aaa
1 6590873 G A AT1G19090 G/E gGg/gAg
1 6969768 G A AT1G20100 P/L cCg/cTg
1 7488007 G A AT1G21380 ANV gCt/gTt
1 8065783 G A AT1G22770 c/Y tGt/tAt

1 8241286 G A AT1G23210 E/K Gag/Aag
1 10104331 G A AT1G28760 G/R Gga/Aga
1 10217836 G A AT1G29240 P/S Cca/Tca
1 12088324 G A AT1G33340 D/N Gat/Aat
1 12163493 G A AT1G33540 R/* Cga/Tga
1 12463233 G A AT1G34220 Q/* Caa/Taa
1 13026656 G A AT1G35420 D/N Gat/Aat
1 16654369 G A AT1G43900 G/S Ggt/Agt
1 18018428 G A AT1G48720 G/D gGt/gAt
1 18936189 G A AT1G51110 G/E gGa/gAa
1 19059085 G A AT1G51405 E/K Gaa/Aaa
1 20064561 G A AT1G53730 R/H cGc/cAc
1 20512340 G A AT1G54990 W/* tGg/tAg
1 20661588 G A AT1G55350 P/L cCa/cTa
1 21405591 G A AT1G57790 L/F Ctt/Ttt

1 21875436 G A AT1G59540 G/E gGa/gAa
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