Table S2 Genotyping markers used to positionally clone AR241 and AR211.

Positional markers for AR241 mutations

Gene Enzyme Wt AR241 Oligonucleotides?

At1g54990 Mfel 235,30 265 ATGATTCAGCTTTAGGGTTAGCTTCCAATT
AGCAACAACAGCTTCTCTCC

At2g17500 EcoRI 239,29 268 CATGGGACTTACATTTCTAATCGGAGGAATT
TCCTCATCGCAGATTGCTG

At3g08850 Hinfl 152,153 305 TGATGTTCGGTCACCTGAAC
CGAAATTCTTCAAACCCGAACC

At4g19110 Bsml 331, 28 359 GTCACTCGTAGTAGTGTATCCGAGAATG
ATTGACGAGGCAAAGACGC

At5G08330 Ndel 267 130, 137 ACAACGACGGAGCAGTGAG
AGTAGTGCCAGTTCCAGTGG

At5g28850 Hinfl 242 148, 94 GCATCGGGTTCTAATTCTGCC
AGAAATCAGTGAGTTAACTCCATTCC

Positional markers for AR211 mutations

Gene Enzyme Wt AR211 Oligonucleotides?

At1g10940 BspHI 211 178, 33 AGTTGCCAGGCTCATGAAG
GTTAAACACCCAATCAGCTAACG

At1g29540 Hinfl 130, 151 281 CCTAAGGCACAGAGCAACAC
GGAAGAAGAGGAAGAATGAAGCC

At1g58250 Bglll 211,30 241 TTAAAGATGTTGAAGCATCTCGAATGAGAT
GATGTTCTTCTCAACTCCTGAGC

Atlg70950 Msel 229 200, 29 AGAGTCAATGTGAGTTTGATGAGGAAATT
TGTTCATCGAGTTTCGATCCC

At2g24850 Fokl 159, 174 333 GGTCGCGGAGATGGCTAG
ATTGCTTGAACTACCTGTTGGTG

At2g44760 Msel 290 225, 65 GAAATGGCGGAGAAGGATAAGC
TCCTACACCTTTCCAAATCCC

At3g01300 Ddel 262 138, 124 CTACAACTAGCAATGCAGAAAGC
TGACCCTGAAGGCCATCAG

At39g03405 Hinfl 130, 166 296 GGAGAATCTATCTACACAAACTGTTGG
CATATTGCATGAGATGGGAGAAACC

At3g16880 Acil 282 166, 116 CAGTAACACTAGAGATGTGGTTTGG
AGAATTTCCTTTCACAGAGACATCC

At3921430 Fokl 200, 30 230 TAGTGCCGTGGAAAAGCAGCAAAAAGGAT
GAGACTAGAACACACCTGCAG

At3g49060 aTaql 241, 30 211 CACTGAGAAGACTGGTTAAAGGAGAGATCG
CCATATACATAAGATCCTTTACCCGAC

At3g56600 Haelll 177.96 273 TCTAACGGAGTTGGAGCTGC
AAGACTAAGCCCTGCAGCAG

Atd4g01670 Accl 352,30 382 TGAGCTTGAACCGGGTCGGGTTTCGTATA
GCCCATATTTTAATTCCCCACC

At4g09870 Hinfl 234 204, 30 GGAAATCGTATGCCTCTTCCC
CGACAAAAAAACTTAGTCCAGGGCAAGAA

At4g12120 Mfel 150, 171 321 TGCAGATGTATGTCGTGCC
GCTCACTGTACTGAGGCAAAG

At4g13370 Alul 250 165, 85 CGCTTGGAATTCGCTACTCC
GAGCAAGCGCTTGTCTCAC

At4g24800 Xhol 221,30 251 GACATTTTGAATGAATATGTGGAGACTCGA
CAAGAGCAAGATCATCAAGGC

At5g15730 Hinfl 321 191, 130 TGGAACAACCACACCAAAGATC
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GGGAAATGAGTGGATCTGTACAC
GAGAGAGTTTCCTGATGGAAATTTTCAGG
TGGAAGCATACCTTTCAGGC
ATAAATATTCGTAGGTTGTTGGTGAGAATC
GTTGCCAACTATCTTGTGGACTTC
ACCCATAAATGGAGGCTCTGTACTATCTICA
GCATTGAGAATGTTGTGAAGCC
GACGACAGTACTCATTCTCTTCC
TTCTCGTTCTAGACGACGAGG
ATGATGAAGTGAAGAGGTTCTTGAATTCGG
TTGAGCTTAGACCAATCCATGTC
TCCTCAAGGAATCGTTCCTTTTGTTTCCG
TTACAGGCAAAGCAACCAGC
TACCCAAAGTGGTGGTGTCAGACCCTTAG
CAGAGCACGGATAGCGAG

2Underlined nucleotide is the introduced mutation for this dCAPS genotyping marker (MICHAELS AND AMASINO 1998; NEFF et al.

1998).
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