Table S3 Homozygous EMS-related mutations in the AR211 Exome

. Reference Mutant Amino acid Codon
Chromosome Location? Gene
sequence sequence change change
1 139060 C T AT1G01355 P/S Cct/Tct
1 561276 C T AT1G02630 A/T Gct/Act
1 723055 C T AT1G03060 A/T Geg/Acg
1 734475 C T AT1G03080 D/N Gat/Aat
1 960025 C T AT1G03820 E/K Gaa/Aaa
1 1186179 C T AT1G04400 G/D gGt/gAt
1 1411381 C T AT1G04970 L/F Ctc/Ttc
1 1913814 C T AT1G06250 G/E gGa/gAa
1 3658079 G A AT1G10940 A/NV gCc/gTc
1 4732699 G A AT1G13800 R/C Cgc/Tgc
1 5390306 G A AT1G15670 R/Q cGg/cAg
1 5677353 G A AT1G16610 L/F Ctt/Ttt
1 5809513 G A AT1G16980 S/N aGt/aAt
1 6313539 G A AT1G18340 L/F Ctt/Ttt
1 6362408 G A AT1G18480 G/E gGg/gAg
1 7101970 G A AT1G20500 P/L cCa/cTa
1 7650632 G A AT1G21760 R/H cGc/cAc
1 8223327 G A AT1G23190 R/H cGt/cAt
1 9118563 G A AT1G26355 L/F Ctt/Ttt
1 9183098 G A AT1G26570 A/T Gct/Act
1 10030338 G A AT1G28520 E/K Gaa/Aaa
1 10327509 G A AT1G29540 R/K aGa/aAa
1 11146522 G A AT1G31190 A/T Gct/Act
1 11858257 G A AT1G32760 G/S Ggt/Agt
1 12379443 G A AT1G34042 S/F tCc/tTc
1 12745064 G A AT1G34760 L/F Ctt/Ttt
1 16277445 G A AT1G43190 R/C Cgt/Tgt
1 17320715 G A AT1G47250 D/N Gat/Aat
1 18105816 G A AT1G48940 L/F Ctt/Ttt
1 18220800 G A AT1G49250 G/D gGc/gAc
1 18679322 G A AT1G50420 L/F Ctt/Ttt
1 19113399 G A AT1G51538 E/K Gaa/Aaa
1 19778471 G A AT1G53070 G/D gGc/gAc
1 19795263 G A AT1G53130 S/F tCc/tTc
1 20080338 G A AT1G53790 P/S Ccg/Tcg
1 20222720 G A AT1G54170 S/L tCa/tTa
1 20865721 G A AT1G55820 D/N Gat/Aat
1 21029118 G A AT1G56190 G/S Ggt/Agt
1 21588781 G A AT1G58250 S/F tCt/tTt
1 21594500 G A AT1G58250 P/S Cca/Tca
1 21762177 G A AT1G58602 R/K aGa/aAa
1 22144577 G A AT1G60070 S/F tCt/tTt
1 23117273 G A AT1G62450 P/L cCg/cTg
1 23936314 G A AT1G64430 R/K aGa/aAa
1 24287328 G A AT1G65380 S/N aGt/aAt
1 24461387 G A AT1G65770 H/Y Cat/Tat
1 24930277 G A AT1G66820 G/E gGa/gAa
1 24943705 G A AT1G66860 A/T Gct/Act
1 25711879 G A AT1G68526 P/L cCg/cTg
1 25904516 G A AT1G68890 A/T Gca/Aca
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