TfoetusB1

Sequence

MTNPNALVEMTGTTLFAIKTADGVVFAADSRSTAGSTVACRTSNKITQISSKVEVARTGSTADTQALAR
YGHYILNVLTMNSESEVKRPVLVASQYLRKVLOSNKEYLSASLICGGIEDDGTPSLYEINTSGMAIPRD
FCLNGSGSSYILAFCDEKYRDNMTMEEATKEFAIEAVTNAITIRDGASGGEVNIVQVTKDOTKREVVMPKD
QPYNHSVVKT

Motif Identifier Score  E-value KEGG orthology
Proteasome_beta_type_6 cd03762 197.06 2.65E-63 20S proteasome subunit beta 1 (K02738)

TfoetusB2

Sequence

MONKGEFDEDLYARNESLKVOPKKLKTGTTIAAAVEDGGVVLGADTRATAGPVVAVKDEFKIHYISDNIW
CCGAGTAADNDQITTLISSKLRLYTMNSGMOPRVYQAATLLTSRLFKYQGYIEAYLIVAGVDFQGPSVY
TMYANGSCSKSPESTMGSGSMAAVSVLEAGWKPKMSEEACKELVADAIEAGITNDLGSGSNVNLCV IKN
TGHEYISHYRVINERTFRMNAPIKRGTIEVISSTTKPLHPPEVHLEILDGVAEEAAA

Motif Identifier Score  E-value KEGG orthology
Proteasome_beta_type_7 cd03763 292.18 8.63E-100  20S proteasome subunit beta 2 (K02739)

TfoetusB3

Sequence

MSGGIDTONGVSVVAMAGDHCVAIAADRRLGAQMOTVSTNFKKIFQINDY IHVGMSGLATDIDTVYEKL
RYDVNLLELREERQLEPIRFMSLVRSLLYEHRFGPYFVSPVIAGLDPATNEPYLATSDSIGAFNQPKDF
AVAGTSEESLYGICESMWRPGLNPDELFDVISQCLIAAVERDGLSGWGAVVHIITPESVVVKEIKTRMD

Motif Identifier Score  E-value KEGG orthology
Proteasome_beta_type_3 cd03759 317.65 1.23E-110  20S proteasome subunit beta 3 (K02735)

TfoetusB4

Sequence

MLSIVGLCGPDWVLIAADSSVSSSIICMSEEYDRIAEIGKHNALALAGETGDALQLSEYIIGNVALYKFE
INSVELTTDAISHYIRNEMAKAVRKNPYQVNMLLAGYDEKPSLYYLDYLGTROKIPFGAQGYCAYFVLS
VEFDKEFYEENMSLEKGKEVMKKALDOQIKQREFTIAPHGEFIVKLIDANGIQKINLD

Motif Identifier Score  E-value KEGG orthology
Proteasome_beta_type 2 cd03758 236.33 5.68E-79 20S proteasome subunit beta 4 (K02734)

TfoetusB5

Sequence

MSGLQFPQHDVIDGENQAPLOQPANVEDPCGFIKNHLHENYTNDAPDSNRIAAYHGTTCLSEFIYKGGIVV
AVDSRATGGSFIFSGTVMKILDIAPNMIGTMAGGAADCQYWLRSLSRICRLHNFRYQQPLTVAAASKIL
VNELYSYKGYNLSIGTMICGYDSTGPHIFYIDNDGSRLEGKRESVGSGSTYAYGVLDTCYKYEMTKEEA
CDLGRKAIYHATYRDSGSGGRVTVVHIDENGAQRISQTDVFDIHDEDKKVE

Motif Identifier Score  E-value KEGG orthology
Proteasome_beta_type_5 cd03761 313.80 2.04E-108 20S proteasome subunit beta 5 (K02737)

TfoetusB6

Sequence

MHSEVAGKIEDKKGGWSPYDNHGGTSVGIVGKDEFVAIGTDTRLSSNYSISCRHKSRVEFOMTSKAMIVAT
GEFDGDIDAEFVTRIRQILVRYQOEHFKEMSTESLALCVSNILYSKREFFPYYINILVGGIGLKDEGLLYGY
DPVGTLECLNYDAHGTGSPMAMPILDNHFGSMHHNTTPFPHPEVDDAVNLIRDIMASVSERDIYTGDCL
QVAVMKSDGNLTITEYELPAH

Motif Identifier Score  E-value KEGG orthology
Proteasome_beta_type_1 cd03757 214.04 2.28E-69 20S proteasome subunit beta 6 (K02732)

TfoetusB7

Sequence

MSGYKKSVONPITTTNSIIAAKYKDGILLASDRAVSYGSCEFKFANVSHFAKLTPNITIIGGTGELADEFQE
LVDVLRSIIVDEECKNNGESLTPSEVSNYIKRLMYERRSKMNPEVMRCILAGIDKDGSKLLTATDLYGT
QWEDEYVASGYGAHMOGVQIPKALKSADVTRDVVMDAIKEVEIGLTARHSTMSGPIEFVDVTANGIEFL
DPIEIVPNWDVLDEDWAQ

Motif Identifier Score  E-value KEGG orthology
Ntn_hydrolase super family  cl00467 173.53 7.65E-54 20S proteasome subunit beta 7 (K02736)




