Transl ati on of huPl g. seq(1-786)

Uni versal code

Total am no acid nunber: 261, MM28580

Max ORF starts at AA pos 1(may be DNA pos 1) for 261 AA(783 bases), MAE28580

10 20 30 40 50 60

1 AAACTTTACGACTACTGTGATGT CCCTCAGI GTGCGGECCCCTTCATTTGATTGT GGGAAG
1 K LY DY CDVZPOQCAAPSU FDTCGK

70 80 90 100 110 120

61 CCTCAAGT GGAGCCGAAGAAAT GT CCT GGAAGGGT TGT GEEGEEEGET GT GT GGCCCACCCA
21 P QVEP KK CPGRVV GGCVAMHTP

130 140 150 160 170 180

121 CATTCCTGGCCCTGECAAGT CAGTCTTAGAACAAGGT TTGGAATGCACT TCTGTGGAGGEC
41 HS WP WQVSLRTRZFGMHTEFC G G

190 200 210 220 230 240

181 ACCTTGATATCCCCAGAGT GGGTGT TGACT GCTGCCCACT GCTTGGAGAAGT CCCCAAGG
61 T L1 S P EWVLTAAHTCLEIKS PR

250 260 270 280 290 300

241 CCTTCATCCTACAAGGT CAT CCTGGGT GCACACCAAGAAGT GAATCTCGAACCGCATGI T
81 P S SY K VI L GAHQEVNLEWPHYV

310 320 330 340 350 360

301 CAGGAAATAGAAGT GTCTAGGCTGI TCTTGGAGCCCACACGAAAAGATATTGCCTTGCTA
101 QEI EVSRLIFULEWPTRI KD I AL L

370 380 390 400 410 420

361 AAGCTAAGCAGT CCTGCCGT CATCACT GACAAAGTAATCCCAGCT TGT CTGCCATCCCCA
121 KL sSSsSPAVI TDIKWVI P ACLUPSP

430 440 450 460 470 480

421 AATTATGI GGT CCCTGACCGGACCGAATGT TTCAT CACT GGCT GGGGAGAAACCCAAGGT
141 NY VVADRTET CTFI T GWGET QG

490 500 510 520 530 540

481 ACTTTTGGAGCT GGECCT TCTCAAGGAAGCCCAGCTCCCTGTGATTGAGAATAAAGTGTGC
161 T F GA GL L KEAOQLPVI ENZKVLC

550 560 570 580 590 600

541 AATCGCTATGAGI TTCTGAAT GGAAGAGT CCAAT CCACCGAACTCTGTGCTGGECATTTG
181 NRY EFL NGRVYVQSTELICAGHIL

610 620 630 640 650 660

601 GCCGGAGGCACT GACAGT TGCCAGGGT GACAGT GGAGGT CCTCTGGT TTGCTTCGAGAAG
201 A G GT DS CQGDSGGZPL V CUFE K

670 680 690 700 710 720

661 GACAAATACATTTTACAAGGAGT CACTTCT TGGGEGT CTTGGECT GTGCACGCCCCAATAAG
221 DKYI!l L Q GV TS WGLGCARUPNK

730 740 750 760 770 780

721 CCTGGTGTCTATGTTCGTGI TTCAAGGT TTGT TACT TGGAT TGAGGGAGT GATGAGAAAT
241 P GVYVRVSRFVTWI EGV MRN

781 AATTAA
261 N *



