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Mass Spectrometry Analysis
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Lanes 1 and 2: NSR30 protein crystals.
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Sequence Coverage 30kDa band with Semitrypsin:

NSR30 0S=S agalactiae GN=NSR30 PE=15V=1 - [NSR30_S_AGALACTIAE] A

Annotate PTMs reported in Uniprot | 1 51 101 151 201 251 301 312
[¥] Show only PTMs
7] Include PSMs that are fitered Out

Coverage: 49.68%

Found Modifications: Sequence | Modfication List |
& 11 21 31 41 51 61 71 81 91 101
1 MGSSHHHHHH HHSSGLVPRG SHLNIYLLPP ] VIL L GRQWQIIRQ EKKLKTSK ESRNIVQ ILSKETVR RDTLDSRYPE

111 YRRLNEDILL ITIPSISKLD KRSISHYSGK LONILMEKSY KGLILDLSNN TGGNMIPMIG GLASILPNDT LFHYTDKYGN KKTITMKNIP LEALKISRKT INTKHVPIAT

221 ITNHKTASSA EMTFLSFKGL ENVKSFGOAT AGYTTVNETE MLYDGARLAL TTGIVSDRQG YKYENTPILP DQVTSLPLQE SQSWLKSRIN QN

Sequence Coverage 30kDa band with Trypsin:

NSR30 0S=S5 agalactiae GN=NSR30 PE=15V=1- [NSR30,S,AG|,\\,ACTIAE] A

Annctate PTMs reported in Uniprot | 1 51 101 151 201 251 301 312
[¥] Show only PTMs
Include PSMs that are fitered Out

Coverage: 49.36%

Found Modifications: Sequence | Modfication List
1 11 21 31 41 51 61 71 81 91 101
1 MGSSHHHHHH HHSSGLVPRG SHLNIYLLPP ER RVIL VE! L QRGROWQII! EKKLKTSK SYQESRNIVQ QILSKETVR RDTLDSRYPE

111 YRRLNEDILL ITIPSISKLD KRSISHYSGK LONILMEKSY KGLILDLSNN TGGNMIPMIG GLASILPNDT LEHYTDKYGN KKTITMKNIP LEALKISRKT INTKHVPIAT

221 ITNHKTASSA EMTFLSFKGL PNVKSFGOAT AGYTTVNETE MLYDGARLAL TTGIVSDRQG YKYENTPILP DQVTSLPLOE SQSWLKSRIN QN

Sequence Coverage 35kDa band with Semitrypsin:

NSR30 0S=S agalactiae GN=NSR30 PE=1 SV=1- [NSR30_S_AGALACTIAE] -

Annotate PTMs reportedin Uniprot [ 1 51 101 151 201 251 301 312
[ Show only PTMs
9] Include PSMs that are fitered Out
Coverage: 59.29%
Found Modifications: Sequence | Modfication List

1 11 21 31 41 51 61 L 81 91 101
1 SHLNIYLLPP IL EQRGL GRQWQIIRQ RSEKKLKTSK ESRNIVO ILSKETVR RDTLL PE

111 YRRLNEDILL ITIPSISKLD KRSISHYSCK LONILMEKSY KGLILDLSNN TGGNMIPMIG GLASILPNDT LFHYTDKYGN KKTITMKNIP LEALKISRKT INTKHVPIAT

2211 EMTFLSFKGL AGYTTVNETE MLYDGARLAL TTGIVSDRQG YKYENTPILP DQVTSLPLQE SQSWLKSRIN QN

Sequence Coverage 35kDa band with Trypsin:

NSR30 0S=S agalactiae GN=NSR30 PE=1 SV=1 - [NSR30_S_AGALACTIAE]

Annotate PTMs reported in Uriprot | 1 51 101 151 201 251 301 312
[¥] Show only PTMs
[¥] Include PSMs that are fittered Out

Coverage: 46.15%

Found Modifications: Sequence | Modfication List |
1 11 21 31 41 51 61 71 81 91 101
1 HHSSGLVPRG SHLNIYLLPP IL DRVEQRGLYS QGRQWQIIRQ RSEKKLKTSK ESRNIVD ILSKETVR RDTL PE

111 YRRLNEDILL ITIPSISKLD KRSISHYSGK LONILMEKSY KGLILDLSNN TGGNMIPMIG GLASILENDT LFHYTDKYGN KKTITMKNIP LEALKISRKT INTKHVPIAIL

221 ITNHKTASSA EMTFLSFKGL ENVKSFGOAT AGYTTVNETF MLYDGARLAL TTGIVSDRQG YKYENTPILP DQVTSLPLOE SQSWLKSRIN QN




