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Figure S21. Sense-antisense transcripts tend to overlap in their 3’ tail region. The 
distribution of antisense transcription initiation sites (black) and antisense transcription 
termination sites (red) showed that the vast majority of antisense transcripts initiated tran-
scription downstream of gene bodies, and tended to terminate transcription towards the 3’ 
tail region as well. We normalized antisense transcription initiation and termination sites to 
the location and length of their respective PlasmoDBv10.0 annotated gene partner, inclu-
sive of intronic sequence. 


