
Figure S26. Experimental confirmation of multi-exonic P. falciparum lncRNAs. 
(A)/(B)/(C) PCR primer locations and Sanger sequencing read coverage across amplicons, 
for multi-exonic lncRNA transcripts predicted antisense to Pf3D7_0218300, 
Pf3D7_0936100, and Pf3D7_0935400, respectively. Blue boxes highlight predicted splice 
junctions validated by Sanger sequencing. 
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C   PfGDV1 [Pf3D7_0935400] antisense transcript
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