
Figure S1. Fragment size distribution of the silver fox GBS libraries prepared using 
different restriction enzymes. Experion® output showing profiles for single DNA 
sample libraries prepared using one restriction enzyme: EcoT22I (A), ApeKI (B), PstI (C) 
or two enzymes: EcoT22I and PstI (D). The x-axis denotes elution time in seconds and 
the y-axis shows fluorescence units. Two discrete peaks (15 and 1500 bp) correspond to 
the size standard. The size of fragments corresponding to the broad peaks (library) are 
indicated above hatch marks. Sharp peaks at 227 bp observed in the libraries prepared 
with PstI (C) or in double digest with EcoT22I and PstI (D) most likely correspond to 
repetitive sequence. Small peak around 45 seconds (~70bp) corresponds to PCR primer 
dimers. 
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