
Domain hydrophobic motif polar motif WPY triad RT / n-Src loop lengths
Abp1 family

AgAbp1-D1 YDY ELTF WPY 18 / 4
ScAbp1-D1 YDY ELTF WPY 18 / 4
CaAbp1-D2 YDY EIGF WPY 18 / 4
CaAbp1-D1 YDY EIGF WPY 18 / 4
SpAbp1-D2 YDY ELSF WPY 18 / 4
SpAbp1-D1 YDY EIEL WPY 18 / 4

14 24 34 44 54

AgAbp1-D1

ScAbp1-D1

CaAbp1-D2

CaAbp1-D1

SpAbp1-D2

SpAbp1-D1
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Bbc1 family
AgBbc1 YTY DLNF WPY 18 / 4
ScBbc1 FPY DLSF WPF 18 / 4
CaBbc1 FDY DLNF WPF 18 / 4
SpBbc1 YPY DLEF WPF 18 / 4

10 20 30 40 50

AgBbc1

ScBbc1

CaBbc1

SpBbc1
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Bem1 family
ScBem1-D1 YSY ELSF WPY 18 / 3
CaBem1-D1 YDY ELKF WPY 18 / 13
SpBem1-D1 YDY EVSF WPH 18 / 5
AgBem1-D1 YTY ELSF WPY 18 / 3
AgBem1-D2 YDF ELSA WPF 18 / 4
CaBem1-D2 YEF ELDI WPY 18 / 4
ScBem1-D2 YDF ELTT WPF 18 / 4
SpBem1-D2 FDF ELEA WPF 18 / 4
CaBem1-2 YDF EISV WPY 18 / 4
AgBem1-2 QDY FLNV LPC no model produced

37 47 57 67 77 87 97
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AgBem1-D2

CaBem1-D2
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SpBem1-D2

CaBem1-2
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Domain hydrophobic motif polar motif WPY triad RT / n-Src loop lengths

Bzz1 family
AgBzz1-D1 FPY EVTI WPY 18 / 5
ScBzz1-D1 YAY EITI WPY 18 / 5
AgBzz1-D2 YDY EISI WPY 18 / 5
CaBzz1-D1 YDY ETTI WPY 18 / 5
ScBzz1-D2 YAY EISI WPY 18 / 5
CaBzz1-D2 YDY EISI WPY 18 / 6
SpBzz1-D1 YDF VITA WPY 18 / 5
SpBzz1-D2 YAY ELSI WPY 18 / 5

14 24 34 44 54
Reveal Columns

AgBzz1_1

ScBzz1_1

AgBzz1_2

CaBzz1_1

ScBzz1_2

CaBzz1_2

SpBzz1_1

SpBzz1_2
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Bud14 family
AgBud14 YAF HCRL WPI 18 / 5
CaBud14 YDF HCTL WPC 18 / 5
ScBud14 YAF HCQL WPI 18 / 5
SpBud14 RGF QVDA WPY 18 / 5

10 20 30 40 50 60 70 80

AgBud14

CaBud14

ScBud14

SpBud14
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Boi2 family
AgBoi2 NEY DELD WPF 18 / 8
ScBoi2 NEY DELD WPF 18 / 8
ScBoi1 NQY DELN WPF 18 / 8
CaBoi2 KQF DELS WPF 18 / 8
SpBoi2 HSF DELP WPH 18 / 8

17 27 37 47 57
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Domain hydrophobic motif polar motif WPY triad RT / n-Src loop lengths
Cdc25 family

AgCdc25 CDF HLPL WPY 18 / 3
CaCdc25 YDF HLPL WPY 18 / 3
SpCdc25 SDY FLKF WPC 19 / 3
ScCdc25 YDF LLSV WPF 23 / 3
CaCdc25-2 HSF CLSF WPY 25 / 3
AgCdc25-2 HAF CLSF WPY 25 / 3
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AgCdc25-2
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Fus1 family
ScFus1 QDY DEIR WPC 18 / 5
AgFus1 KPF DEIE WPC 18 / 5
CaFus1 RSY DELN WPC 18 / 5
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ScFus1

AgFus1

CaFus1
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Hof1 family
ScHof1 YPL LANF WPF 19 / 4
AgHof1 YSF ILYF WPY 19 / 4
SpHof1-2 YDY EISF WPF 18 / 4
SpHof1-3 YAY EIDL WPY 18 / 4
SpHof1 YDY EISF WPF 18 / 4
CaHof1 YSF ELYF WPY 18 / 4
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ScHof1
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SpHof1-2

SpHof1-3
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CaHof1
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Hse1 family
AgHse1 FDL ELSF WPY 18 / 4
ScHse1 YDL ELSF WPF 18 / 4
CaHse1 YDL ELSF WPY 18 / 4
SpHse1 YDF ELSF WPF 18 / 4
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SpHse1

R R V K A I F D L N A S E P D E L S F K K G D V IT V I EQ V Y K D W W R G L L

R R V R A L Y D L T T N E P D E L S F R K G D V IT V L EQ V Y R D W W K G A L
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Cyk3 family
AgCyk3 YGW DLGF WPY 18 / 3
ScCyk3 YGW DLGF WPF 18 / 3
CaCyk3 VSW DLGF WPY 18 / 4
SpCyk3 YAW DLKF WPF 18 / 4
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ScCyk3
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SpCyk3
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Domain hydrophobic motif polar motif WPY triad RT / n-Src loop lengths
Lsb1 family

AgLsb1 YAF DLDF WPY 18 / 4
ScLsb2 YQF DLGL WPY 18 / 4
ScLsb1 YDF DLSL WPY 18 / 4
CaLsb1 YDY DLDL WPY 18 / 4
SpLsb1 YDF DLGF WPY 18 / 4

12 22 32 42 52

AgLsb1

ScLsb2
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CaLsb1

SpLsb1
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E Y V E A L Y D F E A Q Q D G D L S L K T G D K IQ V L E K I S P D W Y R G K - - - - S N N K IG I F PA N Y V K P A F
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Myo5 family
AgMyo5 YDF ELPL WPY 19 / 3
CaMyo5 YDF EMTI WPY 18 / 2
ScMyo5 YDF ELPL WPY 19 / 3
ScMyo3 FDY SIPL WPY 19 / 3
SpMyo1 FDF ELPL WPY 18 / 3

11 21 31 41 51

AgMyo5

ScMyo5

ScMyo3

SpMyo1

CaMyo5
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Nbp2 family
AgNbp2 YDF ELEL WPY 18 / 5
ScNbp2 YDF ELRL WPF 18 / 5
CaNbp2 FDF EISL WPY 18 / 5
SpNbp2 YDF ELGF WPF 18 / 5

24 34 44 54 64
Reveal Columns

AgNbp2

ScNbp2

CaNbp2

SpNbp2
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Q R A V A L Y D F E P E N D N E L R L A E G D IV F I- S Y K H G Q G W L V A E N E S G S K T G L V P E E F V S

C K A R A I F D F S A E N D N E I S L I E G Q I IW I- S Y R H G Q G W L V A E D P I S G E N G L V P EE Y V E

A D A V A L Y D F E P L H D N E L G F T T G Q R L C I L S E S S D - G W L IA Y D D A S G R S G L V P E T F V K

I L E

Y IQ

IM Q

L E V

Pex13 family
ScPex13 YDF EVAL WPY 19 / 10
CaPex13 YEF EAPL WPY 19 / 4
AgPex13 YDF ECAL WPY 19 / 10
SpPex13 YEF EMSL WPY 19 / 10

344 354 364 374 384 394

ScPex13

CaPex13

AgPex13

SpPex13
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IQ F A R A L Y E F N P Q N P Q V E A P L E P K E IV A I L D S R D - - - - - - N W L R IR K R S G T M G W V P S N Y V E V ID

L E F A R A IY D F T P E N P R I E C A L K K G D LM A I I S R Q D P T G K E SQ W W K V R T K K G DV G Y V P C N Y I E L IR

L E F C K A D Y E FM S R D P G V EM S L K K G D I IA I L S K T D T Q G N P C EW W Q G R K R S G ET G W F P S N Y C S I I S

Lsb4 family
AgLsb4 YTF DLPF WPY 18 / 7
ScLsb3 YSF DLPF WPY 18 / 7
CaLsb4 YTF DLPF WPY 18 / 7
ScLsb4 YNF DLAF WPY 18 / 7
SpLsb4 YSF DLSF WPY 18 / 7

27 37 47 57 67

AgLsb4

ScLsb3

CaLsb4

ScLsb4

SpLsb4

P K A V A L Y T F K G EQ K G D L P F R K G D V IM I L K R T E SQ D D W W T G R IN G Q E G I F P A NY V D L V

P K A V A L Y S F A G E E S G D L P F R K G D V IT I L K K S D SQ N D W W T G R V N G R E G I F P AN Y V E L V

T Q A IA L Y T F K G EQ S G D L P F K K G D V ID I L K K T D T ID D W W T G R N N G L T G I F P AN Y V E L I

P T A V A L Y N F A G EQ P G D L A F K K G D V IT I L K K S D SQ N D W W T G R T N G K E G I F P AN Y V R V S

N Q A R A M Y S F A G EQ P G D L S FQ K G D I ID IV E R S G S H D D W W T G R IG Y R E G I F P AN Y V K L S
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Domain hydrophobic motif polar motif WPY triad RT / n-Src loop lengths
Rvs167 family

AgRvs167 YDF DLSF WPY 18 / 5
CaRvs167 YDY DLTF WPY 18 / 5
ScRvs167 YDY DLSF WPY 18 / 6
SpRvs167 YDY DLSF WPY 18 / 6
CaRvs167-2 HDF DLRF WPY 18 / 3
CaRvs167-3 YDF DLSF WPY 18 / 14
AgRvs167-2 YDY YLSI WPY 20 / 4
SpScp2 YSF ELKL WPY 18 / 4
SpScp1 YSF ELDL WPY 18 / 4

15 25 35 45 55 65 75

AgRvs167

CaRvs167

ScRvs167

SpRvs167

CaRvs167-2

CaRvs167-3

AgRvs167-2

SpScp2

SpScp1
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Sla1 family
AgSla1-D1 YAY ELAL WPY 18 / 6
AgSla1-D2 YDY ELVF WPY 20 / 5
AgSla1-D3 YNF ELTV WPY 18 / 6
CaSla1-D1 YDY ELNI WPY 18 / 6
CaSla1-D2 YDY ELSF WPY 18 / 5
CaSla1-D3 YDF ELDC WPF 18 / 6
ScSla1-D1 YAY ELAI WPY 18 / 6
ScSla1-D2 YDY ELTF WPY 20 / 5
ScSla1-D3 YDF ELTI WPF 18 / 6
SpSla1-D1 YSY EISI WPY 28 / 5
SpSla1-D2 YDY EISF WPY 18 / 5
SpSla1-D3 YDF ELTV WPF 18 / 6
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Sho1 family
AgSho1 YAY EISF WPY 20 / 5
ScSho1 YPY EISF WPY 20 / 5
CaSho1 YSY EISF WPY 20 / 5
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