| Domain | hydrophobic motif | polar motif | WPY triad|

RT / n-Src loop lengths

Abp1 family
AgAbp1-D1 YDY ELTF WPY 18/4
ScAbp1-D1 YDY ELTF WPY 18/4
CaAbp1-D2 YDY EIGF WPY 18/4
CaAbp1-D1 YDY EIGF WPY 18/4
SpAbp1-D2 YDY ELSF WPY 18/4
SpAbp1-D1 YDY EIEL WPY 18/4
14 24 34 44 54
AgAbpl-D1 PTA IAE[YDYEAGEDN|ELTHEEGDV IVN IDFVDDDWW LGELQKTGQKGL SN|Y|V ELQQ
ScAbpl-D1 PWATAEYDYDAAEDN/ELTHVENDK IINIEFVDDDWWLGELEKDGSKGL SN|Y|[V SLGN
CaAbpl-D2 KTATAE[YDY EKDEDN(EIGHSEGDLIVEIEFVDDDWWQGKHSKTGEVGL AN|Y[VV LNE
CaAbpl-D1 TTATAE[YDY/EKDEDN(EIGHSEGDLIID IEFVDDDWWQGKHAKTGEVGL AT|Y[VSLNE
SpAbpl-D2 KSVKA IYDY|JQAQ EDNJELSHFEDEIIANVDCVDPNWWEGEC-H-GHRGL SNIYfVEE- I
SpAbpl-D1 TPA IV IYDY|SPEEEN|EIELVENEQ IQ ILEFVDDGWWLGENSK-GQQGL SNY|VEITG
Bbc1 family
AgBbc1 YTY DLNF WPY 18/4
ScBbc1 FPY DLSF WPF 18/4
CaBbc1 FDY DLNF WPF 18/4
SpBbc1 YPY DLEF WPF 18 / 4
. ]I.O . 20 30 40
AgBbcl FDV IAK|IYTYJESIHDGID LN HEDGQR IEV IS IEDNQWYYGH FVDGAGN EQ EG IFPKN V EVAQ
ScBbcl FKVVAQ|FPY|KSDY EDIDLNHEKDQ EIIVTSVEDAEWYFGEYQDSNGDV IEG IFP[KS/HVAVQG
CaBbcl MKVKA IFDY[KSDYDEDLSHDAGT IINIISVENDEWYSGEYD---G--KQGMF|P[KN[AV EELK
SpBbcl TRVVALIYPYRSSFSDIDLEHDPGQV IDVVSNLDGDWYTGTYVDSDGNRK IGSF|PKDHTEPAE
Bem1 family
ScBem1-D1 YSY ELSF WPY 18/3
CaBem1-D1 YDY ELKF WPY 18/13
SpBem1-D1 YDY EVSF WPH 18/5
AgBem1-D1 YTY ELSF WPY 18/3
AgBem1-D2 YDF ELSA WPF 18/4
CaBem1-D2 YEF ELDI WPY 18/4
ScBem1-D2 YDF ELTT WPF 18/4
SpBem1-D2 FDF ELEA WPF 18/4
CaBem1-2 YDF EISV WPY 18/4
AgBem1-2 QDY FLNV LPC no model produced
. 37 . 1 . 37 . 67 . v . § . ¥
ScBeml-D1 KV IKAKFQAQTSK ———————— ELSAM EGEFFYVSG-DEK--------- D_YKASNPST—GKEGVVPKT_FEVFD
CaBeml-D1 KV IRALYDY EPQGPG-------~- ELKHFKGDFFHVLDDVDDELHKEAEANGW/ IEATNPMT-Q LKGMV|P|IS|Y|FEIFD
AgBeml-D1 IILKALYTYHAQ SPG-------~- ELSANKGELFQVNG-EDG--------- YEVTSTEG-GRKGMV|PKS|Y{FEQVS
SpBeml1-D1 KV IRALYDY[TARKAT-------- EVSHAKGD FFHV IGREND-------- KAW|Y EVCNPAA-GTRGFV|P|V SHFEE IG
AgBeml-D2 LYAIVLYDHKAEKSD-------- ELSAFAGENLFICAHHNFE--------- FIAKP IGRLGGPGLV|PVG/HVSIID
CaBeml-D2 LYAVTLYEHRKAERDD-------- ELD IMPNENLIICAHHDYE--------- FIAKP INRLGGPGLVPVS|Y|VK IID
ScBeml-D2 LYAIVLYDHKAEKAD-------- ELTTYVGENLFICAHHNCE--------- FIAKP IGRLGGPGLV|IPVG/HV S IID
SpBem1-D2 LFG IVQIFDHAAERPD-------- ELEAKAGEAIIIIARSNHE--------- LVAKP IGRLGGPGL IJPIL S|H IQ LRD
CaBeml-2 VILVTKIYDHAVAEGEN-------- EISVYNKGDLVKLIDRLGNG--------~- VLVKY IDRVQPPGL IPAS|Y|VD IAV
AgBeml-2 LYYNVVODY/LPNSEEDAAGGRGG|FLNVMRRGD IVLHLEQAENN--------~ IULWVYVKLMNM-LGEGLV|PAR|[CCLAVNR




Domain | hydrophobic motif | polar motif | WPY triad| RT / n-Src loop lengths |

Boi2 family
AgBoi2 NEY DELD WPF 18/8
ScBoi2 NEY DELD WPF 18/8
ScBoi1 NQY DELN WPF 18/8
CaBoi2 KQF DELS WPF 18/8
SpBoi2 HSF DELP WPH 18/8

1 ]|_7 1 2|7 1 3|7 1 4|7 1 5|7 1

AgBOi2 GTY IAINEY[SKRMEDELDMKPGDK IEVITDDQ EYNDGWY FGRNLRTGEEGLY|PKLIFTQELS
ScBoi2 PMY IAINEY|FKRMEDELDMKPGDK IKVITDDEEYKDGWY FGRNLRTNEEGLY|P[VVIARTQK IT
ScBoil PLY IAVINQY|SKRMEDELNMKPGDK IKVITDDGEYNDGWYYGRNLRTKEEGLY|PIAVIHTKR IA
CaBoi2 DTY IC IJKQ ANARLGIDEL SLK IGDK IQVLADDREYNDGWYMGKNLLTGEAGLY|PKTIATQ L IT
SpBo1i2 RFVIALHSHPGKSSDELPLVEGRKYLLIKMDEEFGDGWWEGEDE-QGNRGIFPASHVELTIS

Bud14 family
AgBud14 YAF HCRL WPI 18/5
CaBud14 YDF HCTL WPC 18/5
ScBud14 YAF HCQL WPI 18/5
SpBud14 RGF QVDA WPY 18/5
10 20 30 40 50 60 70 80
AgBudl4 GKLY/‘ACIIGPDP.SHCRLIEPDES.CILLNI;)QDSYWLVKIRC.I“‘GDGK‘IGFA/‘AELE"I’FP
CaBud14 DKLYGLYDHSGPDPSHCTLUSVDEPVYLINDEDNYWWLIRKLTKLERLKRMRLNGQ EFQ IDIESDEEDGK IGFV|IPIAE[CLETHG
ScBudl4 DKLYALYAHANGHDSSHCQ UGQDEPCILLNDQDAYWWLVKR I-----------------------~- TDGK IGFAPAEILETFP
SpBudl4 NFVHA IIRG HEATVEGQ VDATKGDMM ILLDDSNSYWWLVKMC=-=----------------------- KNLAIGYLPAEYTIETPS
Bzz1 family
AgBzz1-D1 FPY EVTI WPY 18/5
ScBzz1-D1 YAY EITI WPY 18/5
AgBzz1-D2 YDY EISI WPY 18/5
CaBzz1-D1 YDY ETTI WPY 18/5
ScBzz1-D2 YAY EISI WPY 18/5
CaBzz1-D2 YDY EISI WPY 18/6
SpBzz1-D1 YDF VITA WPY 18/5
SpBzz1-D2 YAY ELSI WPY 18/5
14 24

. 34 M 3

1 1 1 1 1

AgBzz1_1 GGNRV LIFPY[TKQDEDEVT JAPGNSIVLLRQD-DGSGWVKIRNASTQQEGLVAST|Y|VEINE
ScBzz1 1 GKNKVLYAYIVQKDDD|IEIT ITPGDK ISLVARD-TGSGWTKINNDTTGETGLV|ATT|Y|IRISS

AgBzz1_2 -KVTAIYDY/SAQDDD|EIS JRAGDV IKVLRGD-TGNGWTYGEV--NGSKGL SNfY|C---N
CaBzzl 1 IQARAL|IYDYTAAGSD|IETT IVAGDQ LSV IEED-DGSGWTMVNGP--QGQGLV|ATS|Y|IEITS
ScBzz1_ 2 RTM EA IIYAY|EAQGDD|EIS IDPGD IITV IRGD-DGSGWTYGECD--GLKGL TSly|C---K

CaBzzl 2 QYLEALIYDYTADGDD(EIS JTAGDR IVLVQDDTDGSGWTEGELN--GQTGM TS|Y[VKK - I
SpBzz1_1 VDGVV LYDHTGEHEG|V ITASEGQEFTLLEPD-DGSGWVRVKID--GTDGL AS[Y[VKLND
SpBzz1_2 S-VKALIYAY|TAQ SDM|ELS JQ EGD IIQVTNRN-AGNGW SEGIL--NGVTGQ ANYVTD-V




Domain | hydrophobic motif | polar motif | WPY triad|  RT/n-Src loop lengths |
Cdc25 family
AgCdc25 CDF HLPL WPY 18/3
CaCdc25 YDF HLPL WPY 18/3
SpCdc25 SDY FLKF WPC 19/3
ScCdc25 YDF LLSV WPF 23/3
CaCdc25-2 HSF CLSF WPY 25/3
AgCdc25-2 HAF CLSF WPY 25/3
. 30 . 30 . 0 . 30 . 60 . 70 . go
AgCdc25 DVVRALCDHVPLK------- KQHLP UKAGDVVYVLSRHESGWCDG IITEQTAKGNSTVTQCQRGW FPRT|Y|TR S IR
cacdc25 DTV IALYDHAPGTQ------- SSSHLPUYNLGDT IHVLSKSATGWWDGVVMGN------- SGELQRGW F|P[HN|Y]VR SVN
SpCdCZS FQTTA IJSDY/ENSS------ NP S FLKHASAGDT IIVIEVLEDGWCDG ICSE------------+ KRGW F|P|T S|C] ID S SK
Sccdc25 G IVVAAIYDHANYP IKKD--SSSQ|ILLSVIQQGET IY ILNKNSSGWWDGLV IDD------ SNGKVNRGW F|[P/IQ NNHGRP LR
cacdc25-2 FFIRALHSHDSSTLQ SKSDASICLSHEKND IAFLHT IDESGWGEVTLLE---------- TLQTGW IPMN|Y|FSLVV
AgCdc25-2 LFIVSIHAHADSQ ILENKEDAT JCLSHEKNELAFVHTVDESGWGEVTLVK---------- SGRRGWV|PFNlYFADVV
Cyk3 family
AgCyk3 YGW DLGF WPY 18/3
ScCyk3 YGW DLGF WPF 18/3
CaCyk3 VSW DLGF WPY 18/4
SpCyk3 YAW DLKF WPF 18/4
1 10 2|0 1 3|0 4|O 1 5|0 1
Agcyk3 FKVKAV|Y SwW SG EH EQDLGFLESD ITEVTK-VKGNW LYGRLL-RNKKSGY VN[YIVQV LY
Sccyk3 FKVKAR|IYGW/[SGQTKGIDLGHLEGD IM EVTR- TAGSW[FYGKLLRNKKCSGY HN(FV ILLE
cacyk3 FKVKT IVSWAGEEEGD LGHM ENEIVQVFSIVDESWWSGKLR-RNGAEGTI KD|YIVT ILE
Sprk3 CMVRALYAWPGEREGDLKHTEGDLIECLSIGDGKWW IGRHI-NTNTQGTI SN[EVHC LD
Fus1 family
ScFus1 QDbY DEIR WPC 18/5
AgFus1 KPF DEIE WPC 18/5
CaFus1 DELN WPC 18/5
18
ScFusl KTYTV DYEPRLTHISLGEKVKILATHTDGCLVEKCNTRKGTIH——\/SVDDKRYLNEDRGIVI iLQEYD
AgFusl DLCVV KP SPRLLDEI LN IDEQVRVLARHTDGWCLVEKCDSAKSADSDSDNTISAPNYLNERRGIVPQMIQLKHVF
CaFusl SLYTVIRSYINKSLGDELNTEVGDKAV ILEKHSDGWCK IRLVRMGKDYYN-------- HQ LSSD IGLV|PKM|QLQ --K
Hof1 family
ScHof1 YPL LANF WPF 19/4
AgHof1 YSF ILYF WPY 19/4
SpHof1-2 YDY EISF WPF 18/4
SpHof1-3 YAY EIDL WPY 18/4
SpHof1 YDY EISF WPF 18/4
CaHof1 YSF ELYF WPY 18/4
T T T
ScHofl EYAKAM|Y P IGNEAPGILANAHKGDY LLITEIVNKDWYKGEVYDNDR IDRNHR IGL IP[YN/HIQ LLH
AgHofl GYARA IYSHTEPNDND|{ILYHEMGDHLLLTEKLNTDWY IGEVHN----- GNGKQGLIPMN|Y]VELLS
SpHofl—Z GYV IALYDYQAQ I-PE[EISAQKGDTLMVLRTQEDGWWDGEIINV----PNSKRGLFPSNHAVQ--T
SpHofl—S AYVRALYAYKATL-PSEIDYNVDDTLVVLNRQKDGWWKGLVVSP----TVGR IGLFP/SNIYIEELE
SpHofl GYVSALIYDYDAAI-PE[EISHRKGDT IAVLKLYEDGWWEGFVVGE----DDHNRGQ FP[SN[HVRETIE
CaHofl TKA IAR)YSHKPQT-EGELY HKKGWKMY ITHKQ EDNW FVCELGDNCL-Q SSGM IGLV|PIGN[YIVEGD
Hse1 family
AgHse1 FDL ELSF WPY 18/4
ScHse1 YDL ELSF WPF 18/4
CaHse1 YDL ELSF WPY 18/4
SpHse1 YDF ELSF WPF 18174
17 27 37 56
AgHsel RRVKAIFDLNASEPDELSFKKGDVITVIEQVYKDWWRGLLR GKVGIFPVNYVGVCP
ScHsel RRVRALYDUTTNEPDIELSHRKGDV ITVLEQVYRDWWKGALR-GNMG IFPLN|YIVTP IV
CaHsel SKVRALIYDLYVSYEPDIELSHRKGDV ITVIESVYRDWWRGSLPSGK IG IFP[LN[Y]IVTP IV
SpHsel SRVRALYDHAATEQGIELSHKKGD ITILVLESVYKDWWKGSCK-NAVG IFPVN|YIVQRVV




Domain | hydrophobic motif | polar motif | WPY triad|

RT / n-Src loop lengths

Lsb1 family
AgLsb1 YAF DLDF WPY 18/4
SclLsb2 YQF DLGL WPY 18/4
ScLsb1 YDF DLSL WPY 18/4
CaLsb1 YDY DLDL WPY 18/4
SpLsb1 YDF DLGF WPY 18/4
. e . . . N 't G
AgLsbl EYVEALIYAAQAQQPGDLDHAKVGEK IEVLEKPSPEWYKGR----CNGKVGM HP|SN|Y[IVKPAF
ScLsb2 EYVEALIYQ ADPQQDGDLGUYKPGDKVQ LLEKLSPEWYKGS----CNGRTG IHAPJAN|Y[VKPAF
ScLsbl EYVEALYDHEAQQDGDLSUKTGDK IQVLEK ISPDW[YRGK----SNNK IGIHPAAN|Y|[VKPAF
caLsbl GYCIAT|IYDYJKAQQAGIDLD YSKGDKLAVVEHLSEDWWKGYKSDSSPEKTGV FAP[SN[Y][VKIIS
SpLsbl ERV LAM|YD HPGPDAGD LG HHAGEV IIVLEHVNNDWWRGE----LNGKEG IHP|SN|YVRLLE
Lsb4 family
AgLsb4 YTF DLPF WPY 18/7
ScLsb3 YSF DLPF WPY 18/7
Calsb4 YTF DLPF WPY 18/7
SclLsb4 YNF DLAF WPY 18/7
SpLsb4 YSF DLSF WPY 18/7
1 2|7 1 3|7 1 4|7 1 5|7 1 67 1
AgLsb4 PKAVALYTHKGEQKGIDLP HRKGDV IM ILKRTESQDDWWTGR INGQEGTI ANY|VD LV
ScLsb3 PKAVALIYSHAGEESGIDLP HRKGDV IT ILKKSD SQNDWWTGRVNGREGTI AN|Y|]VELV
CaLsb4 TQA IALYTHKGEQ SGIDLPHKKGDV IDILKKTDT IDDWWTGRNNGLTGTI ANIY][VELI
ScLsb4 PTAVALYNHAGEQPGID LAHRKKGDV ITILKKSDSQNDWWTGRTNGKEGTI AN[YIVRV S
SpLsb4 NQARAMIY SHAGEQPGDLSHQKGD IID IVERSGSHDDWWTGR IGYREGI AN[Y|]VK LS
Myo5 family
AgMyo5 YDF ELPL WPY 19/3
CaMyo5 YDF EMTI WPY 18/2
ScMyo5 YDF ELPL WPY 19/3
ScMyo3 FDY SIPL WPY 19/3
SpMyo1 FDF ELPL WPY 18/3
. 1 . 3 . 3 . 1 1 .
AgMyo5 PVY EAA|IFDHPGSGSPNIEFPUKKGDR IY-VTRQEPSG-[WSLAKALDGSKEGWV|P[TA|Y|IVESK
ScMyo5 PM FEAAIYDHPGSGSPSIELPYUKKGDV IY- ITREEPSG-[WSLGKLLDGSKEGWV|PITAIYMKPHS
ScMyo3 PKFEAAYDHPGSGSSSIELPYKKGD IVF- ISRDEPSG-[WSLAKLLDGSKEGWV|PITAYMTPYK
SpMyol DLYLALYDHAGR-SPNIEMT JKK-DEITIEIVQKEPSG-WWLALKN--GAEGWVIPAT|Y[VTEYK
CaMyo5 PTYKAM[EDYIDGS-VAG|SIPLUVK-DTIYYVT--QVNGKWGLVKTMDETKEGWS|PJID|Y/LKECS
Text
Nbp2 family
AgNbp2 YDF ELEL WPY 18/5
ScNbp2 YDF ELRL WPF 18/5
CaNbp2 FDF EISL WPY 18/5
SpNbp2 YDF ELGF WPF 18/5
1 2|4 1 3|4 1 4|4 1 5|4 1 6|4 1
AgNbp2 KHAWALYDHVPENDNIELELUQ EGSIVY I-SYKHGQGWLVAEDSARTRTGLVAEEY[VSILE
ScNbp2 QRAVALIYDHEPENDNIELRUYAEGD IVFI-SYKHGQGWLVAENESGSKTGLV|AEE[RV SY IQ
CaNbp2 CKARA IFDHSAENDNEISHYIEGQ IIW I-SYRHGQGWLVAEDP ISGENGLV|AEEY|VEIMQ
SpNbp2 ADAVALIYD HEPLHDNIELGHTTGQRLCILSESSD-GWLIAYDDASGRSGLVBETIHVKLEV
Pex13 family
ScPex13 YDF EVAL WPY 19/10
CaPex13 YEF EAPL WPY 19/4
AgPex13 YDF ECAL WPY 19/10
SpPex13 YEF EMSL WPY 19/10
. 344 . %54 . %64 . %74 . %84 . %94
ScpPex13 LEFARALIYDHVPENPEMEVAUKKGDLMAILSKKDPLGRDSDWWKVRTKNGNIGY IP[YN|Y/IETIIK
CaPex13 IQ FARALIYEHANPQNPQVEAPYEPKEIVAILDSRD------ NW[LR IRKR SGTMGW V|P|SN|Y|V EV ID
AgPex13 LEFARAIJYDHTPENPR JECAUKKGDLMAIISRQDPTGKESQWWKVRTKKGDVGYV|PICN|Y[TEL IR

SpPex13

LEFCKAD|YE

M SRDPGV

EM S

KKGD ITAILSKTDTQGNPCEWWQGRKRSGETGW FIPISNIYICSIIS
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| hydrophobic motif | polar motif | WPY triad|

RT / n-Src loop lengths |

Rvs167 family

AgRvs167

YDF

DLSF WPY

18/5

CaRvs167

YDY

DLTF WPY

18/5

ScRvs167

YDY

DLSF WPY

18/6

SpRvs167

YDY

DLSF WPY

18/6

CaRvs167-2

HDF

DLRF WPY

18/3

CaRvs167-3

YDF

DLSF WPY

18/14

AgRvs167-2

YDY

YLSI WPY

20/4

SpScp2

YSF

B KL WPY

18/4

SpScp1

YSF

BHDL WPY

18/4

I U U 65 75
AgRvs167 ETCIALYDHAAQA--DGDLSHAPVNAIIEILDRSDA--------- NGREGLFPAN VA LKH
CaRvs167 PTCTALIYDYTAQA--QGDLTHPAGAV IEIIQRTED-------- NGQ TGV FPIGN|Y|V - - -Q
SCRvs167 ETVTALYDYQAQA--AGDLSHAPAGAV IEIVQRTPD-------- NGQQGV FP[GN[Y|VQ LNK
SpRvs167 EHVVALYDYAAQA--AGDLSHHAGDR IEVVSRTDN-------- NGAQGQ FIP|IGN|Y|VQ L- E
CaRvs167-2 SYCYALHDHAGQE--ELDLRHASKGDK IK ILVGN----------- NGK IGQ FP[SNlYjvQ L- I
CaRvs167-3 VLKTAKIYDHSGYE--PGDLSHAKQGDNIEILLDFQNIDTLYHSDELNWLIGVSRI--DDESYRIGFV|PINNIYVE---
AgRVs167-2 VYATALYDYDPQ FNDPQ|YLSIKKGDIIQV ITQSK---------- RTKTKGLFPQ S|yjvQvQDbD
SpScp2 KVVRMK|Y SHEPET--ENELK YKKGDLLLVLKEID---------- EGWWVGEKLGEDGV FTGNTGM F|P|SN|Y|CVPAH
SpScpl VFVKAIYSHTGRN--EKELDUHTGDV IQVSEQLG---------- PDWYMGEKVNSKAEKLGNSGM FP[VN|Y|CTR IY

Sla1 family
AgSla1-D1 YAY ELAL WPY 18/6
AgSla1-D2 YDY ELVF WPY 20/5
AgSla1-D3 YNF ELTV WPY 18/6
CaSla1-D1 YDY ELNI WPY 18/6
CaSla1-D2 YDY ELSF WPY 18/5
CaSla1-D3 YDF ELDC WPF 18/6
ScSla1-D1 YAY ELAI WPY 18/6
ScSla1-D2 YDY ELTF WPY 20/5
ScSla1-D3 YDF ELTI WPF 18/6
SpSla1-D1 YSY EISI WPY 28175
SpSla1-D2 YDY EISF WPY 18/5
SpSla1-D3 YDF ELTV WPF 18/6
A . 30 . 30 10 3 . g0 . [SE—

Agslal-Dpl GVYKAV|YAY|EP--Q---------- NEEELALEEDELLYLLQKSEVDDWWTVKKRVL———GGDMDEPVGLVPNN IEEAP

Agslal-D2 GRVRSV|[YDYEEAQN---------- PDEELVHREGDEFDVYDDR-DADWYVLVRKRA-------- DG SVG FA[P|[GN|Y|V EKV G

AgSlal-D3 KRG IIKIYNAFG--E---------- SSD[ELTVKEGDVVY ILNDKK SADWWMCEIIG-------- TSRQGV IPAQHIDVQP

caslal-pl GVYKAL[YDYAA--Q---------- AEEELN JKQNDLLYLLEKSD IDDWWKVKKRVVATGEEIVDEPSGLV|PST|YIEEAP

caslal-p2 KTATALYDYDK--Q---------~+- TEEELSHANENDKFNVFDLN-DPDW ILVGDLA-------- KEKFGFV|P[SNIYIQ LD S

caslal-bp3 KIGRLLYDHEV--Q---------- GDDIELDQKEGDEVY IIDQKK SKDWWMVEN IA-------- TRRQGVV|PSTIYIEIIS

Scslal-pl G-YRAV|YAY|EP--Q---------- TPEELA JQ EDDLLYLLQKSD IDDWWTVKKRV I---GSDSEEPVGLV|PST)YIEEAP

scslal-b2 KKVRA IYDY[EQVQN---------- ADEELTHHENDVFDVFDDK-DADW LLVKSTV-=------- SNEFGF IP[GN|Y|VEPEN

scslal-bp3 KRG IVQIYDAMA--E-------- -~ SQDIELT JKSGDKVY ILDDKK SKDWWMCQ LVD-------- SGKSGLVIPAQIFIEPVR

Spslal-bpl GIYKVLYSYEP--QEINPGEEIPENEREISIVEDEIVCLLEKG-EDDWYLVKRNVN---SNDDDEETIGIVPISNYITEAE

Spslal-D2 TKMKALYDY|TQ--Q---------- SVDIEISHAQADQTLDCYGDT-DSDW ILVGF---------- NNN FG LA[P|[RN|Y|V EGM D

Spslal-p3 KMGTVLYDHIA--E---------- AADIELTVIKANMRVV IVNDTASSDWWKCSV---------- DGKEGVV|PISNJHIKPDT

Sho1 family

AgSho1 YAY EISF WPY 20/5
ScSho1 YPY EISF WPY 20/5
CaSho1 YSY EISF WPY 20/ 5

15 25 36 46
1 1 1

AgsShol YTAKALIYAY EADASDAY|EISAQQGEILRVGD IEGRWWKAKKANG ETG II YVELVD
Scshol YKAKALYPYDADDDDAY|EISHEQNEILQVSD IEGR WKARRANGETGII SNYVQLID
Cashol YKAKALYSYDANPDD INNETSHVKDEILEVDD IDGKWWQARRANGQVG ICPPISNYVKLLD
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