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Number of fragments that support top 

sequence motif E-value * 
 

cell-free DNA cellular DNA 
I1_M 1421548/10000000 501496/10000000 1.8e-­‐109786 
G1_M 1665415/10000000 641746/10000000 5.6e-­‐115017 

* The enrichment p-value is calculated using the Fisher’s Exact Test for enrichment of the motif in cell-free DNA 
compared to cellular sequences. 
 


