PPXD (Partial Sequences)

Thermotoga maritima
Escherichia coli

Bacillus subtilis

Thermus thermophilus
Salmonella enterica
Haemophilus influenzae
Neisseria meningitidis
Helicobacter pylori
Campylobacter jejuni
Brucella melitensis
Mesorhizobium loti
Rickettsia prowazekii
Agrobacterium tumefaciens
Sinorhizobium meliloti
Aquifex aeolicus
Synechocystis

Nostoc sp. PCC 7120
Deinococcus radiodurans
Chlamydia trachomatis
Treponema pallidum
Borrelia Burgdorferi
Corynebacterium glutamicum
Mycobacterium leprae
Clostridium acetobutylicum
Staphylococcus aureus
Listeria innocua
Lactococcus lactis
Streptococcus pneumoniae
Mycoplasma pulmonis
Mycoplasma pneumoniae

NBD2 (Partial Sequences)

Thermotoga maritima
Escherichia coli

Bacillus subtilis

Thermus thermophilus
Salmonella enterica
Haemophilus influenzae
Neisseria meningitidis
Helicobacter pylori
Campylobacter jejuni
Brucella melitensis
Mesorhizobium loti
Rickettsia prowazekii
Agrobacterium tumefaciens
Sinorhizobium meliloti
Aquifex aeolicus
Synechocystis

Nostoc sp. PCC 7120
Deinococcus radiodurans
Chlamydia trachomatis
Treponema pallidum
Borrelia burgdorferi
Corynebacterium glutamicum
Mycobacterium leprae
Clostridium acetobutylicum
Staphylococcus aureus
Listeria innocua
Lactococcus lactis
Streptococcus pneumoniae
Mycoplasma pulmonis
Mycoplasma pneumoniae

333
308
288
302
308
306
303
297
302
297
297
295
297
297
351
292
285
303
427
315
312
288
289
288
294
288
300
288
287
289

454
429
409
423
429
357
354
348
423
418
348
416
418
348
402
413
406
425
478
436
433
339
410
339
345
409
352
410
408
340

YHLINALKALHLFKKDVDYVVM-NGEVIIVDEFTGRLLPGRRYSGGLHQA 381
HHVTAALRAHALFTRDVDYIVK-DGEVIIVDEHTGRTMQGRRWSDGLHQA 356
HHINQALKAHVAMQKDVDYVVEDG-QVVIVDSFTGRLMKGRRYSEGLHQA 336
HMLIQAIRAKELYHRDRDYIVQ-DGQVIIVDEFTGRLMPGRRYGEGLHQA 350
HHVTAALRAHALFTRDVDYIVK-DGEVIIVDEHTGRTMQGRRWSDGLHQA 356
HHVMAALRAHTLFEKDVDYIVK-DGEIVIVDEHTGRTMAGRRWSDGLHQA 354
HHLMAALRAHSLFHKDQHYVIQ-DGEIVIVDEFTGRLMSGRRWSEGLHQA 351
HHLDQALKANYLFFIDKDYIVA-NNEVVIVDEFTGRLSEGRRFSEGLHQA 345
HQLDQALKAHNLFEKDVHYVLR-NNEVIIVDEFTGRLSEGRRFSEGLHQA 350
HHLNNALRAHKLFQRDKDYIVR-NDEIVIIDEFTGRMMPGRRYSEGLHQA 345
HHVNNALKAHRLFQKDKDYIVR-NGEIVIIDEFTGRMMPGRRYSEGLHQA 345
HYVNQALRAHHMFTIDVDYLVR-EGKVMIIDEFTGRVMEGRRYSEGLHQA 343
HHINNALKAHKLFTRDKDYIVR-NDEIVIIDEFTGRMMPGRRYSEGQHQA 345
HHVNNALKAHKLFTRDKDYIVR-NGEIVIIDEFTGRMMPGRRYSEGQHQA 345
HAILQSIRAHHLFKKDVHYIVR-DGEVLIVDEFTGRVLPGRRWSDGLHQA 399
HYIFNAIKAKELFLKDVNYIVR-NGEVVIVDEFTGRIMVGRRWSDGLHQA 340
HFVFNAIKAKELFLKDVNYIVR-NGEVVIVDEFTGRVLPGRRWSDGLHQA 333
HMITQAIRARELYHREKDYIVNAEGEVVIVDEFTGRSMPGRRYGEGLHQA 352
HGLRQLLRAHLLMEKDIDYIVR-DDQIVIIDEHTGRPQSGRRFSEGLHQA 475
HYFTQALRAHLLYRADVDYVVK-DGQVQIVDEFTGRILEGRRYSDGLHQA 363
HYMTQALKAHLLFLKNREYIVG-DSGVEIVDEFTGRVLTGRRYSDGLHQA 360
SYLNNAIKAQELFTRDKDYIVR-NGEVMIVDGFTGRVLAGRRYNEGMHQA 336
SYLNNALKAKELFNRDKDYIVR-DGEVLIVDEFTGRVLIGRRYNEGMHQA 337
HHTSQALKANYLMKRDKDYMVKED-EVVIVDEFTGRLMEGRRYSDGLHQA 336
SHINTALRAHVTLQRDVDYMVVDG-EVLIVDQFTGRTMPGRRFSEGLHQA 342
HHIAQALKANYTMSLDVDYVVQDD-EVLIVDQFTGRIMKGRRFSEGLHQA 336
HFVDNALRANFIMLHDIDYMVDENQEVLIIDQFTGRTMPGRRYSDGLHQA 349

HFIDNALRANYIMLLDIDYVVSEEQEILIVDQFTGRTMEGRRYSDGLHQA 337
HRIQNALRANFIMKKDVEYIVK-DEKIELIDAFTGRIMEGRAYSEGLQQA 335
HKIINALTAVKVFEQGKEYIVR-DGKVLIVDHFTGRILEGRSYSNGLHQA 337
HE ] s otk kX B L
RTQKEKYEKIVEEIEKRYKKGQPVLVGTTSIEKSELLSSMLK-—=————— 495
MTEAEKIQAITIEDIKERTAKGQPVLVGTISIEKSELVSNELTK-—=——=— 471
RTMEGKFKAVAEDVAQRYMTGQPVLVGTVAVETSELISKLLKN-===—=— 451
RTEKGKFYAVVEEIAEKYERGQPVLVGTISIEKSERLSQMLKEPRLYLPR 472
MTEAEKIQAITIEDIKERTANGQPVLVGTISIEKSEVVSRELTK-—=———— 471
ENEQYKFNAIIEDIKDCVERQQPVLVGTISVEKSEELSKALDK-=————- 399
RSAEEKFEAVVKDIEECHKRGQPVLVGTTSIENSELVSHLLOK-==———- 396
KSEKEKFDAVILKIKELHDKGQPVLVGTASIEKSETLHALLKK-=————- 390
KTONEKFKAVIEEIKKANAKGQPVLVGTASIERSEVFHNMLVK-=————— 465
RTVEEKYRAIVRDIRASHEKGQPILVGTTSIEKSEQLAERLRR-—————- 460
RTVEEKYKAIVKEIREASAKGQPTLVGTTSIEKSEQLADRLRK-==———-— 390
GSKQEKYDAILKLIKDCYNRGQPILVGTISIEKSEELSSILNK-=————- 458
RTGEEKFLAIITEIKAAHERGQPVLVGTTSIEKSELLAHMLRQ-—-————— 460
RTVGEKFKAIIDEIKSAHERGQPMLVGTTSIEKSELLADMLKK-=————— 390
KTKEEKWERVVEEVLLNHIFGRPVLVGTVSIEDNEKLSSLLKNKKL---- 447
KNEEAKWKAVALECEELHQQGRPILVGTTSVEKSEVISRLLOS—=————- 455
KKEIGKWQATIARECAEMHELGRPVLVGTTSVEKSEYLSQLLRE-=————- 448
RTRMGKYAAVVGEVQEMHATGRPILIGTASIETSEQLSSLLOQ-=————- 467
MTEREKYQAIVAEIISAHRSGKPILIGTESVEVSEKLSRILRQ-—==—-— 520
LSEEEKWSAICDEIKEAHTRGQPVLVGTISIEKSEKLSALLRT-—=——=— 478
YTEEFKFNAITDEVYKTYKKGQPVLVGTVSIEKSEILSAMFKN—=————— 475
KTQEAKFAAVVDDIAERTEKGQPVLVGTVSVERSEYLSQLLTK-==———- 381
KTEEAKYMAVVDDVAERYEKGQPVLIGTTSVERSEYLSRQFTK-=————— 452
KTELGKFKAVVEDIVETNKNGQPVLVGTVSIEKSELLSSLLKK-==———— 381
ISQKGKFDAVVEDVVEKHKAGQPVLLGTVAVETSEYISNLLKK-=—=——— 387
TTIEAKFNAVVEDIADRHAKGQPVLVGTVAIETSELISSKLKR-=—=—=— 451
PTLEAKFKAVIDDIKRRHAEGQPILIGTVAVETSELISKKLVE-=—=——— 394
ASIESKFKAVVEDVKARYQKGQPVLVGTVAVETSDYISKKLVA-====—=— 452
WGTRQKLNAILKEVKQVSKTGQPILIGTSQIEQSEQLHQLFDQ=-——=——— 450
GTPNIKWLAVVKEVKRIHETGRPILIGTANIDDSELLHNYLQE-==——=—-- 382
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