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Supporting Information 

S1 Table: Locations of all 466 capercaillie samples with sex and consensus genotype 

This table contains the locations where our capercaillie samples were found. Identified genotypes in 

the table (tu001, tu002, …) correspond to the individuals i in our model. 

 

S2 Table: Subunit's centroids locations 

This table contains the locations of the "traps" (j) in our statistical model.  

 

Coordinates X and Y of both tables are in Swiss Grid (CH1903) coordinates. 

 

 


