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SupplementaryFigure 1. Lineage 23 sub-lineages identified in: A) Neighbor-Net graph created from allelic 

distances in 767 core genes among all Neisseria meningitidis ST-23 clonal complex genomes in the PubMLST 

database (n=434), showing only splits of weight >20 (weights annotated); and B) Neighbor-Net graph created 



from variable nucleotide sites in the 767 genes (n=19,686) among a subset of all N. meningitidis ST-23 clonal 

complex core genomes in the PubMLST database (n=118). Bootstrap values annotated, with weights below for 

edges splitting sub-lineages. Sub-lineages 23.1, 23.2 and 23.3 are shown in yellow, rust and grey, respectively.  

 

 


