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Suppl. Figure 1. Nucleotide variation for the in vitro transcribed RNA samples



Nucleotide differences compared to the 2aRlucNeo reference sequence is plotted for
each position and sample. The S282T position is marked with a (*) and the

frequency was consistent with the 10% S282T addition in all in vitro RNA samples.



Suppl. Figure 2.

% variation

% variation

% variation

% variation

% variation

9 GT1a(PtA)
B0
50
%0 |
0 |
20
10
|
0 -+
1 1001 2001 3001 4001 5001 6001 7001 8001 9001
Mucleotide position
ol Lol e [[ne] ns [ new| wsa [ w8 |
70 - ¥ [
s0 4 GT 1b (Pt B)
50 -
40 4
30 4
20
10 -
o
1 1001 2001 3001 4001 5001 &001 7001 8001 9001
Nucleotide position
orle el e [[ue] ns [[new] wsa [ w8 |
20 - ¥ =1
60 GT 2a (PtC)
50
a0
0 4
20 4
10
o i
1 1001 2001 3001 4001 5001 6001 7001 E001 9001
Nucleotide position
gt lal e [[w] ws [[nsw] wosn | wss |
[ N&A
T0
60 GT 2b (Pt D)
50 |
an
30 -
20 |
10
. |
1 1001 2001 3001 4001 5001 6001 7001 8001 S001
Nucleotide position
arlclel e |_|nsz| [T | T T T
7 NS4A
70
&0 1 GT 2b (PtE)
50
a0 4
30
20 A
10
o i
1 1001 2001 3001 4001 5001 6001 7T001 2001 9001

Nucleotide position
airle el e Ip!uszl 3 Nuuml Mssh | msse =

9% variation % variation % variation % variation

% variation
5 B 8 & 858 g8 2

70 4

e |

50

o]

a0 -

20 4 '

Jimini

o Iml L 101 VIO R PO O ST o O
1 1001 2001 3001

Amino acid position

e EEE Lluszl NS3 N!lml T T

o e kel i Jl.u,l L
1 1001

Ll b m TP l.
2001 3001
Amino acid position
o] e [[w]_ nws [[wss] wsh |
[ NEAR

it

NSSB |ﬁm

1 1001 2001

Amino acid position
= e Lluszl N3 N!lml [ T

3001

B

5 8 & 8 8

bl Mu

2001
Amino acid position

arlclel e Llnszl NS3 N!lml [T T

M“

1 3001

1 1001 2001
Amino acid position

wilcle] e Llnszl 3 N&ml T T

1|J,LL. !h‘ Lo
3001




Suppl. Figure 2. continued
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Suppl. Figure 2. continued
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Suppl. Figure 2. continued

70 - GT 6e (Pt P) 70

Lol 60 -
S so S so -
© =
5“1 | 5 |
§ 30 4 § 30 4

20 20 -

10 4 | ‘ il I 10

N e I J
o ’ o
1 1001 2001 3001 4001 5001 6001 7001 2001 9001 1 1001 2001 3001
Nucleotide position Amino acid position
arclal e [[we] ws [[nse] v [ w0 gtcle] e [[we] w3 [[new] wsa [ w |0
P? WA ] HES4A
70 . 70
GT 6j(PtQ)

60 60
c 50 4 c -
S s
T a T a0
€ 30 - S 30
2, & 2

10 4 10

o o N Lo |. bl L i,

1 1001 2001 3001 4001 5001 6001 7001 B001 9001 1 1001 2001 3001
Nucleotide position Amino acid position

e el e [[we] w3 [[nse] wsa [ wss |0 g lel e [[we] w3 [[nse] wsa | wse |
7 HA 2 R

Suppl. Figure 2. Nucleotide and amino acid variation in the patient samples
Within patient genetic variation is plotted for each position in the HCV genome for
each sample. The nucleotide variation is shown on the left panel and the amino acid

variation in the right panel.



Suppl. Figure 3.
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Suppl. Figure 3. Taxonomic groups of unaligned reads. Y-axis show frequency in

percent.




