
 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

A. GP2 

B. E (2a) protein 

C. GP3 

a. (15) 

b. (15) 

a. (15) 

b. (15) 



 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

  

D. GP4 

E. 5a protein 

F. GP5 

G. M protein 

c. (12) 

b. (13) 

a. (16) 

b. (17) 

a. (14) 



Supplementary Figure 1. Peptide sequence alignment of PRRSV isolates incorporated in 

this study. The alignment of (A) GP2, (B) E protein, (C) GP3, (D) GP4, (E) GP5, (F) 5a protein, 

and M protein (F) are shown for the seven viruses listed in Table 1. Peptide sequences were 

aligned using CLC Main Workbench version 6.6.2 (CLC bio). Previously characterized 

neutralizing epitopes are over-lined and identified by lower case letters with the corresponding 

reference(s) in parenthesis.  Epitopes are shown for both Type 1 and Type 2 genotype viruses.   

 

 

 


