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Figure S3
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Figure S4
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Figure S5
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Figure S6
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Figure S7

1-cell
A

MIl  Fer Par

KIf5 (intron — exon2) _
Nid2 (exon4 — intron) _ Fer: fertilized

Mxra7 (intron — exon2) _ Par: parthenogenetic
Sord (intron — exon2) _

O

50SE SOLID

76PE lllumina




Figure S8
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