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S8 Fig. Overlaps between aging segments and aging CpGs identified in other studies [1-3]. (A) 

Overlaps for positive aging segments. Except for fetal dataset, other aging CpGs significantly overlap 

with the positive aging segments. (B) Overlaps for negative aging segments. Only aging CpGs found in 

fetal data set or children significantly overlap with the negative aging segments. (C) Segments shared 

by 100bp, 250bp and 500bp cutoffs yield similarly significant overlaps. 


