10 20 30 40 50
1 1 1 1 1
MPLTPEPPSGRVEGP - -PAWEAAPWPSLPCGPC|IPIMLVLATLAALFILTTAVUAERLFR 58

Q6UWD8|HUMAN

G7QOW9|CYNO 1 MPSTPEPPSGRMEGP - - PTWEAAPWPSLPCGPC|I P IMLALATLAALF I LTTAVLUAERLFR 58

Q8C708|MOUSE 1 MPV.TPQQPSGHTEGLPEPTAEAAVWY | PCGPC|I P IMLGLASLTAFF | | TTAVLAERLFR 60
70 80 90 100 110

Q6UWD8|HUMAN 59 RALRPDPSHRAP TLVWRPGGE LWI EPMGTARERSEDWY GSAVP L L TDRAPEPP TQVGTLE 118

G7QOW9|CYNO 59 RALRPDPSHHAP TLVWRPGGE LWI EPMGTPRERSEDWY GSAVP L L TDRAPEPP TPVGVLE 118

Q8C708|MOUSE 61 RP -QPDPSQRAP TLVWRPGGE LWI EP TSSARERSEDWY GSSMP LLMDRAPGPP TPGGTLE 119
130 140 150 160 170

Q6UWDS|HUMAN 119 ARATAPPAPSAPNSAPSNLGPQTVLEVPARS TFWGPQPWEGRPPATGLVSWAEPEQRPEA 178

G7QOW9|CYNO 119 AQATAPYAPSAPNSAPSSLGPQTPPEVPARS TFWGPQPWEGRPPGTGLVSWAEPEQRPEA 178

Q8C708|MOUSE 120 GRATAPPATSAPYSSLSSLVPQTPPEVPAQS TFWRPQTQEERPHDTSLVSWEGSEPMPEA 179
190 200 210 220

Q6UWDS|HUMAN 179 SVQFGSPQARRQRPGSPDPEWGLQPRV TLEQISAFWKREGRTSVGF 224

G7QOW9|CYNO 179 RAQFGSPQARRQRPRSPDPEWGLQPRV TLEQ| SAFWRREGRTSVGF 224

Q8C708|MOUSE 180 GLQVGSPRPWRPRQGSLEPDWGLQPRV TLEQI SAFWKREGRTSVGF 225

Figure S1. Multiple sequence alignment of SAIL protein between human, cynomologus monkey and mouse.
The Uniprot Accession Numbers for the input sequences are shown. Green-shaded boxes indicate divergent sequences.
Predicted transmembrane domain is highlighted by black box.



