
 

 

 

S1 Fig. Phylogenetic tree of the unclutured degraders. 

Phylogenetic tree for the taxonomic location of the bacteria corresponding 219- and 241-bp 

TRFs. The tree is based on 16S rDNA sequence and produced by MEGA 5.0. 

 

 Herbaspirillum huttiense strain ATCC 14670 

 Herbaspirillum putei strain 7-2 

 Herbaspirillum chlorophenolicum strain CPW301 

 Herbaspirillum seropedicae strain Z67 

 uncultured 219bp-bacteria(KF035825.1) 

 Collimonas fungivorans Ter331 strain Ter331 

 Collimonas pratensis strain CTO 91 

 Herminiimonas glaciei strain UMB49 

 Janthinobacterium lividum strain DSM 1522 

 Massilia alkalitolerans DSM 17462 strain YIM 31775 

 Massilia brevitalea strain byr23-80 

 Massilia timonae strain UR/MT95 

 Oxalicibacterium flavum strain TA17 

 Pandoraea apista strain LMG 16407 

 Cupriavidus metallidurans CH34 strain CH34 

 Ralstonia solanacearum strain LMG 2299 100 
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 Acidobacterium capsulatum strain ATCC 51196 

 unclutured 241bp-bacteria(KF035826.1) 

 Edaphobacter aggregans strain Wbg-1 

 Granulicella mallensis strain MP5ACTX8 

 Holophaga foetida strain TMBS4 

 Skermanella xinjiangensis strain 10-1-101 

 Acetobacter pomorum strain LMG 18848 

 Acidisphaera rubrifaciens strain HS-AP3 

 Acidiphilium multivorum strain AIU 301 

 Acidiphilium cryptum strain Lhet2 

 Heliobacterium chlorum ATCC 35205 

 Pelotomaculum thermopropionicum SI strain SI 

 Lentzea flaviverrucosa strain AS4.0578 

 Lentzea waywayandensis strain JCM 9114 100 
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