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Figure S1 Log quantile-quantile (QQ) of compressed MLM plots for 265,487 single-
SNP tests of association. The association P values are indicated by blue lines. The
black lines correspond to the null hypotheses. (A) QQ plot for 2008 seed length. (B)
QQ plot for 2008 seed mass. (C) QQ plot for 2008 seed width. (D) QQ plot for 2009
seed mass. (E) QQ plot for 2010 seed mass.
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