Jclusters/cluster10_SE_DGvstype.l. TEhypermethylated SE DG chr17-6898207-6900758
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Jclusters/cluster12_SE_DGvstype.l.TEhypermethylated SE DG chr2-233250770-233254378
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Jclusters/cluster4d _SE_DGvstype.l.TEhypermethylated SE DG_chr12-125001007-125004558

Chromosome 12 >
125.0?1 mb 125.0?3 mb 125.0?5 mi
125.0%)2 mb 125.054 mb
AN NN |
] 1 ,
L o | 11
L] o | EER
L] ] [
] ] HEEREENE B
Al AR
H N BN ||
] ] HER N
DC [ ] 1
s I EEE EEE
CL_SE _TCam2 . - - - . . . -
CL_EC_NT2 . . . . . . . - .
CL_EC_2102Ep . . . . . . . - .
CL_EC_NCCIT | I HEEEE NN
| / e
PROBES = | RN
DMPs | -
HMM 1| 20 [

GC %

NCOR2



Jclusters/cluster2247 EC_mNSvstype.l.TEhypermethylated EC_mNS chr22-50584216-50586427
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Jclusters/cluster272_ EC_mNSvstype.l. TEhypermethylated EC_mNS chr1-162600334-162603295
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Jclusters/cluster30_EC_mNSvstype.l. TEhypermethylated type.l.TE _chr16-54969523-54974579

Chromosome 16 1N 1N TN N D—:*-:-:-:-:D

54.9?9 mb 54.97|1 mb 54.97|3 mb 54.97|5 mb
54.917 mb 54.942 mb 54.944 mb
BEERERET"EREEREEE BR
EEEEREREEREREREER |
BEERNEEEEETHER B
11111 HER B B
N 11 B B
B BER BB 1111
| B B
BEER BB B B
HE BER B B
DC B BER 1111
, SS EEREEREREREREREERERER
CL_SE_TCam2 B 11111 ECEENEE B
CL_EC_NT2 B BEERERER EENTHEE B
CL_EC_2102Ep B HEEEER ERENEEEEEN
CL_EC_NCCIT N 1111 EETEEEERNR
N N A S s e
PROBES | 1 | I —+H H—+1+1 11
DMPs I | | —H |
HMM g
GC %
IRX5
CTD-3032H12.2

CTD-3032H12.1

Hil

CTD-3032H12.1




Jclusters/cluster3238 EC_mNSvstype.l. TEhypermethylated EC_mNS chr9-973533-976997
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Jclusters/cluster51_EC_mNSvstype.l. TEhypermethylated type.l.TE chr3-181427280-181429563
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Jclusters/cluster605 EC_mNSvstype.l. TEhypermethylated EC_mNS chr11-32453718-32456735
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Jclusters/cluster1351_SE_DGvsSShypermethylated SE_ DG chr17-6897738-6901356
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Jclusters/cluster2058 SE_DGvsSShypermethylated SE DG chr2-233250770-233254378
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Jclusters/cluster236_SE DGvsSShypermethylated SS chr6-29625990-29628845
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Jclusters/cluster2451_SE_DGvsSShypermethylated SE_DG chr4-4862874-4865430
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Jclusters/cluster287_SE_DGvsSShypermethylated SS chr7-100768903-100771476
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Jclusters/cluster769 SE_ DGvsSShypermethylated SE DG chr12-124807992-124810934
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