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SUPPLEMENTARY FIGURES AND TABLE

A Position on chromosome: 19:15945457-15945485 Position on chromosome: 19:15345233-15945267
S5'RAUA ARRRUAR U A3! S5'AGCGUUUUAG U A 3"
UCA1 LGG UCUU GUCUCCUGG UCA1 AC UUUG CC CAGAGARUUU
11 Slle Tl IE e e rrreerrn
. ucc GGAG CGGAGGACC . UG RRRC GG GUCUCURRZ
miR-665 3¢ cc U as! miR-216b 3 G U AC 5
Position on chromosome: 19:15345242-15945270 Position on chromosome: 139:15345397-15945425
UCA1 5' CUBAGCGUUUUAGACUUUUGA a3’ UCA1 S'CCAA C  CURACAACARAC 3
CCCAGAG G CCU RLCRUACU
(ARRRRE I 111 INRRRRRE
GGGUCUC . C GGA UUGURUGA
miR-326 3 c cs® miR-567 3' AA ccUuC 5!

Position on chromosome:  19:15945653-15945651 Position on chromosome:  19:15945570-15945598

UCA1 5'UAGGUGGCGA u a3’ UCA1 5'0 U CCUG CUA C 23"
UGAGU UUUAG GCCAAGG AG AUUC  UUG AG CGAUGAU
lelle Lol THEErnd 1.l 111 LTl

) AUUCG AGRUC CGGUUCC ) UC UGAG  BAC  UC GCUACUZ
miR-212-5p 3 c uc U a5' miR-136-3p 3» o7 U cs!

Position on chromosome: 19:15345375-15945403

UCA1 S5'ACAUACUUUGUGUU G U3’
GUC CU GRUGCUGG
PP T e
UAG GA CUACGACC

miR-338-3p  3» U U Us*
B ae SMMCT7721 C _.. HepG2
o O ) ° -~ o
@ SiRNA-NC *% = SIRNA-NC
g 301 SiUCA1 3 301 SIUCAI .
S 2.5- T S 2.5-
3 % 3 * o
< 2.0 < 2.0 2
z g = g
% 1.5 5 _nE: 1.5 : 8 ;
o 1.0- o 1.0- H b 1 b
S 2 H AE 3
& 0.5 ® 0.5- 2 Q =
[) ] ) o o :::
© 0.0- & 0.0- x
) A
0% 310 50 a0 AC° ;,6 6:5? 02 _° b? @30 A 0 o 2°
NP NS L U R QR Y : @ S
((\\ ‘(\\ «{\Q'L ?:b ‘(\\@ % (‘\\ ?:L ?~ ?~ “\\?:\

Supplementary Figure S1: MiRNAs expression in siUCA1 transfected HCC cell lines. (A) Potential binding sites of seven
randomly predicted targeting-miRNAs of UCA 1, namely miR-665, miR-326, miR-212-5p, miR-338-3p, miR-216b, miR-567, miR-136-3p,
respectively. The expression of miRNAs was detected in siUCAT1 transfected SMMC7721 cells (B) and HepG2 cells (C) by qRT-PCR. All
experiments were at least repeated in triplicate, mean+SD, *P < 0.05, **P < 0.01, versus siRNA-NC.
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Supplementary Figure S2: Relative FGFR1 mRNA expression in HCC tissues. (A) FGFR1 mRNA was examined by qRT-
PCR and normalized to GAPDH expression in 98 pairs of HCC tissues (T) compared with corresponding nontumourous liver specimens
(N), **P < 0.001. The correlation analyses were performed between the levels of FGFR1 mRNA expression and the levels of UCA1
expression (B) or miR-216b expression (C) in HCC tissues (n = 98).
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Supplementary Figure S3: Immunohistochemical staining for FGFR1 in tumor tissues from nude mice models.
(A) Representative tumor tissues developed from siRNA-NC or siUCA1 transfected SMMC7721 cells. (B) Representative tumor tissues
developed from miR-216b or miR-216b + pcDNA/UCAL transfected SMMC7721 cells. Upper: H&E staining; Lower: immunostaining (x200).
Quantification assays were represented as immunohistochemistry (IHC) scores of FGFR1 from 10 arbitrarily selected fields, **P < 0.01.

Supplementary Table S1: Primers and siRNA seguences used in this study

Primers for qRT-PCR
Primer name 5'-3'
miR-216b-F CAGGCACACACTTACCCGTA
miR-216b-R GCAGGGTCCGAGGTATTC
miR-665-F ACGCCAACCAGGAGGCTGAG
miR-665-R GCAGGGTCCGAGGTATTC
miR-326-F ATTGAACCTCTGGGCCCTTC
miR-326-R GCAGGGTCCGAGGTATTC
miR-212-5p-F ATCGCCACCTTGGCTCTAGA
miR-212-5p-R GCAGGGTCCGAGGTATTC
miR-338-3p-F ATTGAAGGAGTCGCCTGAGT
miR-338-3p-R GCAGGGTCCGAGGTATTC
miR-567-F ACGCCAAGTATGTTCTTCCA
miR-567-R GCAGGGTCCGAGGTATTC

(Continued)
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Primers for qRT-PCR

Primer name 5-3'

miR-136-3p-F ATCGCCCATCATCGTCTCAA
miR-136-3p-R GCAGGGTCCGAGGTATTC

U6-F CTCGCTTCGGCAGCACA

U6-R AACGCTTCACGAATTTGCGT
GAPDH-F GGTGGTCTCCTCTGACTTCAA
GAPDH-R GTTGCTGTAGCCAAATTCGTTGT
FGFR1-F AACCTGACCACAGAATTGGAGGCT
FGFRI1-R ATGCTGCCGTACTCATTCTCCACA
UCAI-F CTCTCCTATCTCCCTTCACTGA
UCAI1-R CTTTGGGTTGAGGTTCCTGT
Primers for subcloning and plasmid construction

Primer name 5'-3'

pCDNA/UCA1-F

GGATCCGATCTCTCCTCTTCCTCCTG

pCDNA/UCA1-R

CTCGAGAGGAAGATTTCTTTTCTGTC

pCDNA/pre-miR-216b-F

GGATCCTCCTTCATTCTCTATGGA

pCDNA/pre-miR-216b-R

CTCGAGGTTACAAACAACCTTCTT

pMIR-UCA1-F

ACGCGTGATCTCTCCTCTTCCTCCTG

pMIR-UCAI-R

AAGCTTAGGAAGATTTCTTTTCTGTC

pMIR-FGFR1/3'-UTR-F

CAGTCGACAATCACTCCTGGGAAGATCTCATTG

pMIR-FGFR1/3'-UTR-R

GGTGGATCCAGGGCCACAAGGTGGACAATCGG

siRNA Oligos

name

5-3

siUCA1-sense

GATCCGGCTAATATGCCTGATTACTTTCAAGAG
AAGTAATCAGGCATATTAGCTTTTTTGGAAA

siUCA 1-antisense

AGCTTTTCCAAAAAAGCTAATATGCCTGATTAC
TTCTCTTGAAAGTAATCAGGCATATTAGCCG

siRNA-NC-sense

GATCCGGCCTGTTTAGGTGGTCTTTTCAAGAGA
AAGACCACCTAAACAGGCTTTTTTGGAAA

siRNA-NC-antisense

AGCTTTTCCAAAAAAGCCTGTTTAGGTGGTCTT
TCTCTTGAAAAGACCACCTAAACAGGCCG




