Supplemental File (Hestand et al. 2014 “Annotation of the Protein Coding Regions of the Equine Genome”)

Samples: (equal relative contribution to RNA pool)

Adipose Tissue, H1
Adrenal Cortex, H1
Adrenal Medulla, H1
Aorta, H1

Articular Cartilage (foal), H2

Bladder, H1
Bone, H1

Bone Marrow, H1
Cecum, H1
Cerebrum, H1
Cornea, H1

Embryo (whole embryo, 34 days),

H3

Endometrium (pregnant day 16),

H4

Endometrium (pregnant day 50),

H5

Epididymus, H6

Hoof (germinal epithelium), H1
Kidney, H1

Large Intestine, H1

Liver, H1

Lung, H1

Lymph Node, H1
Lymphocytes (activated), H7
Muscle (cardiac), H1

Muscle (skeletal, tongue), H6
Muscle (skeletal), H1

Muscle (smooth), H1

Ovary, H1

Pancreas, H8

Pituitary (anterior), H1
Pituitary (posterior), H1
Placental Villous, H9

Retina, H1

Salivary Gland, H8

Skin (full thickness), H1
Spinal Cord, H1

Spinal Root Ganglia, H1
Spleen (red pulp), H1
Spleen (white pulp), H1
Stomach, H1

Synovial Membrane, H10
Tendon (super digital flexor, foal),
H11

Testes, H6

Thymus, H1

Vena Cava, H1

H numbers indicate the horse from which the sample originated. Samples were from sexually mature young adult
horses unless otherwise indicted.

Pooled Sample RNA Quantitation and Purity (Nanodrop)
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Pooled Sample RNA Integrity (Agilent Bioanalyzer)
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Overall Results for sample 1 :
RNA Area:

RNA Concentration:

rRNA Ratio [28s / 18s]:

RNA Integrity Number (RIN):

Result Aagging Color:

Result Flagging Label:

Fragment table for sample 1 :

185 4041
28S 47.05 50.03

Name Start Time [s] End Time [s] Area % of total Area
4256

T T T T T -
45 50 55 60 65 [s]

Equine Tissue RNA Pool
184.9
117 ng/pl
1.2
7.8 (B.02.06)

RIN: 7.80
Equine Tissue RNA Pool

296 16.0
353 19.1




RNA Quantitation, Purity, and Integrity Data for Individual Samples

Adipose Tissue

Adrenal Medulla

Integrity: Integrity:
Adipose Ti (mihoko) - Sample 3 -
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Overall Results for sample 2 : Adipose Ti (mihoko) Overall Results for sample 3 : _Sample 3 T
RNA Area: 194.1 RNA Area: 955
RNA Concentration: 150 ng/pl RNA Concentration: 137 ng/pl
rRNA Ratio [28s / 18s]: 12 TRNA Ratio [28s / 18s]: L9
RNA Integrity Number (RIN): 6.8 (B.02.06) RNA Integrity Number (RIN): 84 (8.02.06)
. Result Hagging Color:
Result Flagging Color: i
Result Fiagging Label: RIN: 6.80 Result Flagging Label: RIN: 8.40
. e F t table for le3 : Sample 3
Frag table for ple2 : Adipose Ti (mihoko ragment table for sample mpie
Name Start Time [s] End Time [s] Area % of total Area
Name Start Time [s] End Time [s] Area % of total Area 188 40.13 4229 112 17
188 4138 4285 212 109 %8S 4638 49.09 208 218
28S 47.96 50.63 262 135
Quantitation and Purity: Quantitation and Purity:
260/280: 2.08 260/280: 2.02
260/230: 1.94 260/230: 2.17
Concentration (ng/ul): 308 Concentration (ng/ul): 500
Adrenal Cortex Aorta
Integrity: Integrity:
Sample 1
] Aorta
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Overall Results for sample 1 : Sample 1 Overall Results for ple?2 : Aorta o
im érea: ation: 8;3 | RNA Area: 170.8
RNA :an;enzrzhonl.s . i s ng/u RNA Concentration: 206 ng/pl
;NAI : ol NS/ b:r]-RIN ' o (80206 rRNA Ratio [28s / 18s]: 0.9
n eg"‘f’ umber (RIN): 5 _(B.02.06) RNA Integrity Number (RIN): 8.1 (B.02.06)
Result Fagging Color: X
3 Result Flagging Color:
Result Fagging Label: RIN: 8.50 i
E t table for sample 1 : Sample 1 Result Flagging Label: RIN: 8.10
ragmen P ) -2ample L Fragment table for sample 2 : Aorta
i i 0y
:isasme 45;3.; Time [s] g\;ishme [s] ?;ga 1{:6“ total Area Name Start Time [s] End Time [s] Area % of total Area
: i : ’ 18S 38.32 4208 321 18.8
28 46.53 49.69 206 50 288 46.53 48.71 276 16.1

Quantitation and Purity:
260/280: 1.92

260/230: 2.17
Concentration (ng/ul): 500

Quantitation and Purity:
260/280: 1.90
260/230: 2.07

Concentration (ng/ul): 500




Articular Cartilage (foal) Bone
Integrity: Integrity:
" Sample 8 - Bone .
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Overall Results for sample 8 : Sample 8 — Overall Results for sample 3 : _Bone Bl
RNA Area: 786.1 RNA Area: 148.0
RNA Concentration: 239 ng/pl RNA Concentration: 178 ng/pl
rRNA Ratio [28s / 18s]: 1.2 rRNA Ratio [28s / 18s]: 0.4
RNA Integrity Number (RIN): 8.8 (B.02.06) RNA Integrity Number (RIN): 6.7_(8.02.06)
Result Flagging Color: Result Flagging Color:
Result Flagging Label: RIN: 8.80 Result Flagging Label: RIN: 6.70
Fragment table for sample 8 : Sample 8 Fragment table for sample 3 : Bone
Name Start Time [s] End Time [s] Area % of total Area Name StartTime[s] End Time[s] Area % of total Area
18S 4183 4335 184.7 235 188 3965 41.98 215 145
285 4854 5111 2144 273 B 48T 4916 81 el
Quantitation and Purity: Quantitation and Purity:
260/280: 2.07 260/280: 1.97
260/230: 2.14 260/230: 2.08
Concentration (ng/ul): 199.2 Concentration (ng/ul): 500
Bladder Bone Marrow
Integrity: Integrity:
Sample 4 Bone Marrow .
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Overall Results for sample 4 : Sample 4 — Overall Results for sample 5 : Bone Marrow o
RNA Area: 113.6 RNA Area: 38.7
RNA Concentration: 163 ng/pl RNA Concentration: 181 ng/pl
rRNA Ratio [28s / 18s]: 1.3 rRNA Ratio [28s / 18s]: 1.2
RNA Integrity Number (RIN): 7.5 (B.02.06) RNA Integrity Number (RIN): 8.4 (A.01.01)
Result Flagging Color: Result Flagging Color:
Result Flagging Label: RIN: 7.50 Result Flagging Label: RIN: 8.40
Fragment table for sample 4 : Sample 4 Fragment table for sample 5 : Bone Marrow
Name Start Time [s] End Time [s] Area % of total Area Name Start Time [s] End Time [s] Area % of total Area
18S 40.86 4214 17.0 149 18S 40.76 4226 70 18.0
28S 46.72 49.04 25 19.8 28S 47.25 49.04 85 220

Quantitation and Purity:
260/280: 2.05
260/230: 1.87

Concentration (ng/ul): 479

Quantitation and Purity:
260/280: 2.02
260/230: 2.2

Concentration (ng/ul): 5

00




Cecum Cornea
Integrity: Integrity:
Sample 5 Cornea -
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Overall Results for sample 5 : Sample 5 Overall Results for sample 4 : Cornea T
RNA Area: 1233 RNA Area: ) 31.5
RNA Concentration: 177 ng/pl RNA Concentration: 147 ng/pl
[RNA Ratio [28s / 18s]: 1.7 rRNA Ratio [28s / 18s]: 1.7
RNA Integrity Number (RIN): 7.6 (B.02.06) RNA Integrity Number (RIN): 7.9 (A.01.01)
Result Fagging Color: Result Aagging Color:
Result Flagging Label: RIN: 7.60 Result Fiagging Label: RIN: 7.90
Fragment table for sample 5 : Sample 5 Fragment table for sample 4 : _Cornea
Name Start Time [s] End Time [s] Area % of total Area Name Start Time [s] End Time [s] Area % of total Area
188 3982 4219 134 108 185 4087 426 42 133
288 4633 4924 230 186 288 46.34 48.93 6.9 20
Quantitation and Purity: Quantitation and Purity:
260/280: 2.00 260/280: 2.07
260/230: 2.06 260/230: 2.24
Concentration (ng/ul): 500 Concentration (ng/ul): 500
Cerebrum Embryo (whole embryo, 34 days)
Integrity: Integrity:
Cerebrum 34d Equine Embryo A -
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Overall Results for sample 3 : Cerebrum Overall Results for ple 2 : 34d Equine Embryo A
RNA Area: 116.7 RNA Area: 447.9
RNA Concentration: 68 ng/pl RNA Concentration: 359 ng/pl
rRNA Ratio [28s / 18s]: 1.3 rRNA Ratio [28s / 18s]: 1.0
RNA Integrity Number (RIN): 7.2 (B.02.06) RNA Integrity Number (RIN): 9.6 (B.02.06)
Result Aagging Color: Result Flagging Color:
Result Aagging Label: RIN: 7.20 Result Flagging Label: RIN: 9.60
Fragment table for sample 3 : Cerebrum Fragment table for sample 2 : 34d Equine Embryo A

Name Start Time [s] End Time [s] Area % of total Area

18S 4069 4277
28S 4742 50.27

Quantitation and Purity:
260/280: 2.04
260/230: 2.15

131 12
165 14.1

Concentration (ng/ul): 500

Name Start Time [s] End Time [s] Area % of total Area

188 40.36 41.60
288 4574 48.36

Quantitation and Purity:
260/280: 2.00
260/230: 2.20

1254 280
1309 292

Concentration (ng/ul): 1249.3




Endometrium (pregnant day 16)
Integrity:

D16 endometrium
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Overall Results for sample 4 : D16 endometrium
RNA Area: 181.6
RNA Concentration: 140 ng/pl
rRNA Ratio [28s / 18s]: 1.0
RNA Integrity Number (RIN): 9 (B.02.06)
Result Flagging Color:
Result Flagging Label: RIN:9
Fragment table for sample 4 : D16 endometrium

Name Start Time [s] End Time [s] Area % of total Area
18S 38.63 4281 366 20.2

28S 4752 5042 374 206

Quantitation and Purity:
260/280: 1.98
260/230: 2.31

Concentration (ng/ul): 484

Epididymus
Integrity:
Epididymis -
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Overall Results for sample 4 : Epididymis o
RNA Area: 177.8
RNA Concentration: 104 ng/pl
rRNA Ratio [28s / 18s]: 1.0
RNA Integrity Number (RIN): 6.9 (B.02.06)
Result Flagging Color: ]:
Result Flagging Label: RIN: 6.90
Fragment table for sample 4 : Epididymis
Name Start Time [s] End Time [s] Area % of total Area
18S 4055 4268 196 1.0
28S 46.31 5027 202 114

Quantitation and Purity:
260/280: 1.88

260/230: 2.07
Concentration (ng/ul): 500

Endometrium (pregnant day 50)
Integrity:

D50 Endometrium
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Overall Results for ple5 : D50 Endometrium
RNA Area: 165.2
RNA Concentration: 127 ng/pl
rRNA Ratio [28s / 18s]: 1.3
RNA Integrity Number (RIN): 8.4 (B.02.06)
Result Fagging Color: ]:[
Result Fagging Label: RIN: 8.40
Fragment table for sample 5 : D50 Endometrium
Name Start Time [s] End Time [s] Area % of total Area
18S 4062 42381 269 16.3
28S 4733 50.47 339 205

Quantitation and Purity:
260/280: 1.97

260/230: 2.31
Concentration (ng/ul): 465.6

Hoof (germinal epithelium)
Integrity:

Hoof RNeasy
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Overall Results for sample 12 : Hoof RNeas
RNA Area: 144.9

RNA Concentration: 187 ng/pl

rRNA Ratio [28s / 18s]: 1.7

RNA Integrity Number (RIN): 9.5 (B.02.06)

Fragment table for sample 12 : Hoof RNeasy

Name Start Time [s] End Time [s] Area % of total Area
18S 37.26 417 280 193

28S 44.90 47.68 46.6 321

Quantitation and Purity:
260/280: 1.94

260/230: 2.17
Concentration (ng/ul): 500




Kidney Liver
Integrity: Integrity:
Kidney - Sample 6
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Overall Results for sample 9 : Kidney — Overall Results for sample 6 : Sample 6
RNA Area: 108.1 RNA Area: 1129
RNA Concentration: 99 ng/pl RNA Concentration: 162 ng/l
rRNA Ratio [28s / 18s]: 15 TRNA Ratio [28s / 18s]: 1.6
RNA Integrity Number (RIN): 8.3 (B.02.06) RNA Integrity Number (RIN): 8.3 (B.02.06)
Result Flagging Color: 1 Result Flagging Color:
Result Flagging Label: RIN: 8.30 Result Flagging Label: RIN: 8.30
Fragment table for sample 9 : Kidn Fragment table for sample 6 : Sample 6
N Name Start Time [s] End Time [s] Area % of total Area
|1M8asme fge(x);t Time [s] fznglz'l’ime [s] 1A;$a (1,{1000f total Area 188 4024 fs] 4227 f<l 163 1:4
288 46A50 49'27 23A1 21 A4 28S 46.29 49.11 266 236
Quantitation and Purity: Quantitation and Purity:
260/280: 2.02 260/280: 2.11
260/230: 2.05 260/230: 1.89
Concentration (ng/ul): 500 Concentration (ng/ul): 500
Large Intestine Lung
Integrity: Integrity:
Large Intestine
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Overall Results for sample 4 : Large Intestine _
Overall Results for sample 7 : Sample 7
RNA Area: 1154
RNA Concentration: 105 ng/pl RNA Area: ) 82.1
rRNA Ratio [28s / 18s]: 1.9 RNA Concentration: 118 ng/ul
RNA Integrity Number (RIN): 9.4 (8.02.06) RNA Ratio [28s / 18s]: L3
Result Flagging Color: RNA Integrity Number (RIN): 8.1 (B.02.06)
Result Flagging Label: RIN: 9.40 Resu:t :agg!r\g co::
Fragment table for sample 4 : Large Intestine Result Fiagging Label: RIN: 8.10
Fragment table for sample 7 : Sample 7
Name Start Time [s] End Time [s] Area % of total Area
185 4048 1263 206 179 Name Start Time [s] End Time [s] Area % of total Area
288 45.96 4979 400 U7 18S 40.08 4222 123 15.0
' ' ‘ ' 285 4629 4927 186 226

Quantitation and Purity:
260/280: 2.07
260/230: 2.14

Concentration (ng/ul): 1000

Quantitation and Purity:
260/280: 1.94
260/230: 2.29

Concentration (ng/ul): 500




Lymph Node

Muscle (cardiac)

Integrity: Integrity:
Lymph Node - CARD MUSC -
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Overall Results for sample 10 : Lymph Node T Overall Results for sample 3 : CARD MUSC —
RNAArea: 196.7 RNA Area: 1,564.3
RNA Convt'entrabon: 179 ng/pl RNA Concentration: 649 ng/pl
i L9 rRNA Ratio [28s / 18s]: 0.9
RNA Integnty Number (RIN): 8.5 (B.02.06) RNA Integrity Number (RIN): 8 (B.02.06)
Result Flagging Color: X
i Result Flagging Color:
Result Flagging Label: RIN: 8.50 Result Flagaing Label: RIN:E
Frag table for ple 10 : Lymph Node 999 . . i
Fragment table for ple3 : CARD MUSC
Name Start Time [s] End Time [s] Area % of total Area
188 4088 4230 270 137 Name Start Time [s] End Time [s] Area % of total Area
85 4642 4936 503 256 185 3999 4219 3495 23
288 46.10 48.72 298.1 19.1
Quantitation and Purity: Quantitation and Purity:
260/280: 2.01 260/280: 2.11
260/230: 2.12 260/230: 2.24
Concentration (ng/ul): 410 Concentration (ng/ul): 1072
Lymphocytes (activated) Muscle (skeletal, tongue)
Integrity: Integrity:
PBMC Sample 8 _
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Overall Results for le8 : PBMC — Overall Results for sample 8 : Sample 8 Bl
RNA Area: 175.3 RNA Area: 79:2
RNA Concentration: 84 ng/pl RNA Com?enu'ation: 114 ng/pl
rRNA Ratio [28s / 18s]: 17 TRNA Ratio [28s / 18s]: 0.9
RNA Integrity Number (RIN): 9.2 (B.02.06) RNA Integrity Number (RIN): 7.6 (B.02.06)
Result Flagging Color: Result Flagging Color:
Result Alagging Label: RIN: 9.20 Result Flagging Label: RIN: 7.60
Fragment table for sample 8 : PBMC Fragment table for sample 8 : Sample 8
Name Start Time [s] End Time [s] Area % of total Area Name Start Time [s] End Time [s] Area % of total Area
185 3956 4151 323 184 185 4068 4281 152 192
285 4550 48.04 551 314 285 4609 49.07 142 179

Quantitation and Purity:
260/280: 1.99
260/230: 2.00

Concentration (ng/ul): 500

Quantitation and Purity:
260/280: 2.08
260/230: 2.18

Concentration (ng/ul): 500




Muscle (skeletal) Ovary
Integrity: Integrity:
Skeletal musc 4A - Ovary N
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Overall Results for sample 11 : Skeletal musc 4A - Overall Results for sample 5 : Ovary o
RNA Area: 1,659.7 RNA Area: 199.3
RNA Concentration: 469 ng/pl RNA Concentration: 117 ng/pl
rRNA Ratio [28s / 18s]: 1.1 rRNA Ratio [28s / 18s]: 1.1
RNA Integrity Number (RIN): 8.1 (B.02.06) RNA Integrity Number (RIN): 7.2 (B.02.06)
Result Fagging Color: Result Flagging Color:
Result Flagging Label: RIN: 8.10 Result Aagging Label: RIN: 7.20
Frag table for ple 11 : Skeletal musc 4A Fragment table for sample 5 : Ovary
Name Start Time [s] End Time [s] Area % of total Area Name Start Time [s] End Time [s] Area % of total Area
18S 40.10 4229 3245 195 188 4038 4267 247 124
28S 46.28 4885 3559 214 28S 4758 50.05 267 134
Quantitation and Purity: Quantitation and Purity:
260/280: 2.08 260/280: 1.97
260/230: 2.11 260/230: 2.19
Concentration (ng/ul): 492.28 Concentration (ng/ul): 500
Muscle (smooth) Pancreas
Integrity: Integrity:
Equine Smooth Muscle (uterus - lauren) 4yo tissue coll pancreas (mike)
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Overall Results for sample 7 : Equine Smooth Muscle (uterus - | Overall Results for sample 1 : 4yo tissue coll pancreas (mike)
RNA Area: 217.5 RNA Area: 522.4
RNA Concentration: 168 ng/pl RNA Concentration: 402 ng/pl
rRNA Ratio [28s / 18s]: 1.2 rRNA Ratio [28s / 18s]: 12
RNA Integrity Number (RIN): 7.4 (B.02.06) RNA Integrity Number (RIN): 4.8 (B.02.06)
Result Aagging Color: Result Fagging Color:
Result Aagging Label: RIN: 7.40 Result Fagging Label: RIN: 4.80

Fragment table for sample 7 : Equine Smooth Musde (uterus - la

Name Start Time [s] End Time [s] Area % of total Area
18S 40.44 42.60 318 146

28S 4759 50.09 374 172

Quantitation and Purity:
260/280: 2.08
260/230: 2.20

Concentration (ng/ul): 472

Fragment table for sample 1 : 4yo tissue coll pancreas (mike)

Name Start Time [s] End Time [s] Area % of total Area
188 41.03 42.89 186 36
285 4739 5031 215 41

Quantitation and Purity:
260/280: 2.09
260/230: 2.20

Concentration (ng/ul): 1779




Pituitary (anterior)

Integrity:
Pituitary anterior
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Overall Results for sample 9 : Pituitary anterior
RNA Area: 375
RNA Concentration: 175 ng/pl
rRNA Ratio [28s / 18s]: 1.6
RNA Integrity Number (RIN): 8.1 (A.01.01)
Result Flagging Color:
Result Flagging Label: RIN: 8.10

Fragment table for sample 9 : Pituitary anterior

Name Start Time [s] End Time [s] Area % of total Area
188 40.71 4207 50 133

28S 46.36 49.04 78 208
Quantitation and Purity:
260/280: 2.02
260/230: 2.27
Concentration (ng/ul): 500

Placental Villous

Integrity:
Placental Villous 8-24-05 _
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Overall Results for sample 8 : Placental Villous 8-24-05
RNA Area: 735.8
RNA Concentration: 446 ng/pl
rRNA Ratio [28s / 18s]: 1.5
RNA Integrity Number (RIN): 7.8 (B.02.06)
Result Flagging Color:
Result Flagging Label: RIN: 7.80
Fragment table for sample 8 : Placental Villous 8-24-05
Name Start Time [s] End Time [s] Area % of total Area
18S 40.71 4222 1131 154
28S 4593 49.82 1721 234

Quantitation and Purity:
260/280: 1.94

260/230: 2.22
Concentration (ng/ul): 1018

Pituitary (posterior)

Integrity:
Pituitary posterior
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Overall Results for sample 6 : Pituitary posterior
RNA Area: 126.2
RNA Concentration: 152 ng/pl
rRNA Ratio [28s / 18s]: 1.3
RNA Integrity Number (RIN): 8.2 (B.02.06)
Result Flagging Color: ]:[
Result Flagging Label: RIN: 8.20
Fragment table for sample 6 : Pituitary posterior
Name Start Time [s] End Time [s] Area % of total Area
188 39.88 4192 205 16.3
288 46.04 48.87 26.0 206

Quantitation and Purity:
260/280: 2.05
260/230: 2.24

Concentration (ng/ul): 500

Retina
Integrity:
Retina o
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Overall Results for sample 3 : Retina o
RNA Area: 43.7
RNA Concentration: 204 ng/pl
rRNA Ratio [28s / 18s]: 1.8
RNA Integrity Number (RIN): 7.7 (A.01.01)
Result Flagging Color:
Result Flagging Label: RIN: 7.70
Fragment table for sample 3 : Retina
Name Start Time [s] End Time [s] Area % of total Area
188 40.87 4231 45 10.2
28S 46.49 48.88 82 18.7

Quantitation and Purity:
260/280: 2.07

260/230: 2.19
Concentration (ng/ul): 500




Salivary Gland Spinal Cord
Integrity: Integrity:
Salivary Gland (rebekah) Spinal Cord —
[FU] )|
|
30 ‘ 10
20 -
5 —
10 Lot oo/ |
o4 1 Ng o~ L . |
T T T T 4 T T T T 1 L T 1 1 =
20 25 30 35 40 45 50 55 60 [s] 20 25 30 35 40 45 50 55 60 65 [s]
Overall Results for sample 6 : Salivary Gland (rebekah) Overall Results for sample 8 : Spinal Cord _
RNA Area: 589.4 RNA Area: 162.9
RNA Concentration: 454 ng/pl RNA Concentration: 96 ng/pl
rRNA Ratio [28s / 18s]: 1.0 rRNA Ratio [28s / 18s]: 1.5
RNA Integrity Number (RIN): 5.4 (B.02.06) RNA Integrity Number (RIN): 7 (B.02.06)
Result Flagging Color: l:l Result Flagging Color:
Result Flagging Label: RIN: 5.40 Result Flagging Label: RIN:7
Fragment table for sample 6 : Salivary Gland (rebekah) Fragment table for sample 8 : Spinal Cord
Name Start Time [s] End Time [s] Area % of total Area Name Start Time [s] End Time [s] Area % of total Area
188 39.98 4242 337 57 188 40.31 4238 159 97
28S 47.10 49.92 345 58 28S 45.10 4969 234 144
Quantitation and Purity: Quantitation and Purity:
260/280: 2.07 260/280: 2.01
260/230: 2.17 260/230: 2.23
Concentration (ng/ul): 3000 Concentration (ng/ul): 500
Skin (full thickness) Spinal Root Ganglia
Integrity: Integrity:
BLANK - Spinal Root Ganglia -
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Overall Results for sample 1 : BLANK — Overall Results for sample 2 : Spinal Root Ganglia
RNA Area: 1,910.5 RNA Area: 37.8
RNA Concentration: 792 ng/pl RNA Concentration: 177 ng/pl
rRNA Ratio [28s / 18s]: 1.5 rRNA Ratio [28s / 18s]: 1.2
RNA Integrity Number (RIN): 9.5 (B.02.06) RNA Integrity Number (RIN): 7.1 (A.01.01)
Result Flagging Color: Result Fagging Color:
Result Flagging Label: RIN: 9.50 Result Fagging Label: RIN: 7.10
Fragment table for sample 1 : BLANK Fragment table for sample 2 : Spinal Root Ganglia
Name Start Time [s] End Time [s] Area % of total Area Name Start Time [s] End Time [s] Area % of total Area
18S 4063 4207 4776 250 18S 40.83 4321 43 12
28S 45.96 48.93 7139 374 288 46.84 4937 5.1 135

Quantitation and Purity:
260/280: 1.95

260/230: 1.89
Concentration (ng/ul): 1000

Quantitation and Purity:
260/280: 2.07
260/230: 2.16

Concentration (ng/ul): 500




Spleen (red pulp)
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Overall Results for sample 9 : Spleen o
RNA Area: 123.0
RNA Concentration: 148 ng/pl
rRNA Ratio [28s / 18s]: 1.4
RNA Integrity Number (RIN): 7.9 (B.02.06)
Result Fagging Color:
Result Aagging Label: RIN: 7.90

Fragment table for sample 9 : Spleen

Name Start Time [s] End Time [s] Area % of total Area
18S 39.80 41.85 176 143

28S 4580 48.55 242 197
Quantitation and Purity:
260/280: 2.00
260/230: 2.21
Concentration (ng/ul): 500

Stomach
Integrity:
Stomach 1150ul -
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Overall Results for sample 7 :
RNA Area:

RNA Concentration:

rRNA Ratio [28s / 18s]:

RNA Integrity Number (RIN):

Result Fagging Color:

Result Fagging Label:

Fragment table for sample 7 :

Stomach 1150ul
197.1

180 ng/pl
13
7.8 (B.02.06)

RIN: 7.80
Stomach 1150ul

Name Start Time [s] End Time [s] Area % of total Area
4241

18S 40.32 263 133
28S 46.67 4917 330 16.7
Quantitation and Purity:
260/280: 2.07
260/230: 1.83
Concentration (ng/ul): 1134.7

Spleen (white pulp)
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Overall Results for sample 6 : Spleen white

RNA Area: 118.3

RNA Concentration: 108 ng/pl
rRNA Ratio [28s / 18s]: 1.5

RNA Integrity Number (RIN): 8.1 (B.02.06)
Result Flagging Color:

Result Flagging Label: RIN: 8.10

Fragment table for sample 6 : Spleen white

Name Start Time [s] End Time [s] Area % of total Area
188 4113 4256 156 132

288 47.12 4947 29 194

Quantitation and Purity:
260/280: 2.02
260/230: 1.83

Concentration (ng/ul): 928.6

Synovial Membrane
Integrity:

Roy Right Synovial Membrane
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Overall Results for sample 1 :

Roy Right Synovial Membrane

RNA Area: 188.0

RNA Concentration: 114 ng/pl
rRNA Ratio [28s / 18s]: 0.9

RNA Integrity Number (RIN): 8.2 (B.02.06)
Result Fagging Color: ]:[
Result Fagging Label: RIN: 8.20

Fragment table for sample 1 :

Roy Right Synovial Membrane

Name Start Time [s] End Time [s] Area % of total Area
42.

18S 4064
28S 4754 50.36

Quantitation and Purity:
260/280: 2.04
260/230: 2.24

372
326 173

Concentration (ng/ul): 966




Tendon (super digital
Integrity:
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Overall Results for sample 3 :

RNA Area:

RNA Concentration:

rRNA Ratio [28s / 18s]:

RNA Integrity Number (RIN):

Result Flagging Color:

Result Flagging Label:

Frag table for le3 :

45

F30 SDFT
208.8

161 ng/pl
1.3
8.2 (B.02.06)

RIN: 8.20
F30 SDFT

Name Start Time [s] End Time [s] Area % of total Area

18S 4061 4285
28S 4748 50.48

Quantitation and Purity:

260/280: 2.01
260/230: 2.12

354 16.9
472 26

Concentration (ng/ul): 497

Thymus
Integrity:
[FU]
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Overall Results for sample 9 :
RNA Area:

RNA Concentration:

rRNA Ratio [28s / 18s]:

RNA Integrity Number (RIN):

Result Flagging Color:

Result Fagging Label:

Fragment table for sample 9 :

I I I | I
45 50 55 60 65 [s]

Sample 9
97.2
140 ng/pl
2.2
8.8 (B.02.06)

RIN: 8.80
Sample 9

Name Start Time [s] End Time [s] Area % of total Area

18S 4067 421
28S 4460 4973

Quantitation and Purity:
260/280: 2.01
260/230: 2.00

153 158
340 350

Concentration (ng/ul): 533.83

Testes
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Overall Results for sample 9 :
RNA Area:

RNA Concentration:

rRNA Ratio [28s / 18s]:

RNA Integrity Number (RIN):

Result Flagging Color:

Result Aagging Label:

Fragment table for sample 9 :

I I I T I -
45 50 55 60 65 [s]

Testes 3

1,387.9
840 ng/ul

1.4

8.5 (B.02.06)

RIN: 8.50
Testes 3

Name Start Time [s] End Time [s] Area % of total Area

18S 4064 42.40
28S 4583 49.66

Quantitation and Purity:
260/280: 2.05
260/230:1.91

2371 171
3378 243

Concentration (ng/ul): 1434

Vena Cava
Integrity:
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Overall Results for sample 11 :
RNA Area:

RNA Concentration:

rRNA Ratio [28s / 18s]:

RNA Integrity Number (RIN):

Result Flagging Color:

Result Flagging Label:

Fragment table for sample 11 :

Name Start Time [s] End Tim
18S 38.10 4212
28S 46.69 4922

Quantitation and Purity:
260/280: 2.04
260/230: 2.19

_Vena Cava
193.0
113 ng/pl
0.9
7.6 (B.02.06)
RIN: 7.60
Vena Cava
e [s] Area % of total Area
309 16.0
268 139

Concentration (ng/ul): 500







