
Additional file 4
Partial tree of the selection of AA 120-220 from the alignment made for figure 2.

Please observe, that the clade marking is based on Figure 2, and not all groups 

and clades are well supported in this tree.
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CYP71AJ33 Bupleurum sacilifolium 

CYP71AJ16 Thapsia garganica 

CYP71AJ26 Heracleum lanatum 

CYP71AJ39 Bupleurum scorzonerifolium 

CYP71AJ32 Bupleurum chinense 

CYP71AJ40 Apium graveolens 

CYP71AJ30 Heracleum lanatum 

CYP71AJ17 Anthriscus sylvestris 

CYP71AJ4 Pastinaca sativa 

CYP71AJ38 Oenanthe javanica 

CYP71AJ7 Daucus carota ssp. sativus 

CYP71AJ6 Thapsia laciniata 

CYP71AJ13 Pastina casativa 

CYP71AJ20 Angelica archangelica 

CYP71AJ1 Ammi majus 

CYP71AJ2 Apium graveolens 

CYP71AJ28 Heracleum lanatum 

CYP71AJ4v3 (ortholog) Heracleum mantagazzium 

CYP71AJ25 Thapsia garganica 

CYP71AJ15 Laserpitium siler 

CYP71AJ5 Thapsia garganica 

CYP71AJ14 Thapsia garganica 

CYP71AJ3 Pastina casativa 

CYP71AJ27 Heracleum lanatum 

CYP71AJ21 Daucus carota (transcriptome) 

CYP71AJ21 Daucus carota ssp. sativus (PCR) 

CYP71AJ29 Heracleum lanatum 

CYP71AJ9 Petroselinum crispum 

CYP71AJ8 Ammi majus 

CYP71AJ18 Peucedanum cervaria 

CYP71AJ12 Thapsia laciniata 

CYP71AJ11 Heracleum mantegazzianum 

CYP71AJ10 Pastina casativa 
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Muscle Alignment of partial sequences from AA 120-220

VV FAR YS EYWRQVKS ICV TQLLS NKRVRS FH NVR EEEVALL IZ NIENSGSK IV NLS EL FYEL TS NVVCRVALGRK YG IXTEGG X---YK EL XQ EIAQLLG

VV FAR YSK YWRQVKRACV TQLLSGRRVHS FQ NVR EEEVDLL IENIQCS NQ NIINL TD MFS EL TNNVVCRVSLGRK YSDKG NS -----YYKLLG EV TNL
VG YAR YS EYWRQVKS TCV TQLLSSKRVHS FQ NVR EEEVDLL IQ NIQ NSDLK TINLSD MFS EL TNNVVCRVSLGRK YNNNDKG NS ---YNRSLGKV MELLG
VG FSR YS EYWRQVKS ICVAQLLSSKRVHS FQSVR EEEVDLL IQ NIQ YSDL NTINLSD MFS ELA NNVVCRVSLGRK YSDKG NS -----YNRSLGKV MELLG
VALAR YS EYWRQVKS TCV IQLLSKRRV NS FS NVR EEEVALL IH NIEFSHSK IV NLS EL FS EL TSGVVCRVALGRK YESDKG NS ----YKKSLG EMTELLG
VG FAR YS EYWRQVKS TCV IQLLSSKRVHS FWNVR EEEVDLL IQS IEYSHSK IV NLSDLLS EL TNNVVCRVALGKK YG NDKG NS ----YK YL IG EL NKLLG
VA FAR YS EYWRQVKS TC ITQLLSSSRVHS FH NVR EEEVAL FIQ NIEDS YS IIINLSDLLA EL TK NVVCRVALGRK YENGHKG NS ---FKSLLGD IMNMLG
VG FAR YS EYWRQVKSVCV TQLLSSSRV NS FHDVR EEEVALL IQ NIEHPHSKLV NLSDLLA EL TNNVVCRVALGRK YDSV YKGKS ---YK IL FD EL MK MLG
VA FAR YS EYWRQVKS MCV TQLLSSRRVQS FHKVR EEEVAHL IQ NIEYPHSK IV NLS YL FA EL TR NVVCRVALGRK YESGH TG YS ---YS ILLS EIMEMLG
VA FAL YS EYWRQVKS MCV TQLLSSRRVHS FH NVR EEEVALL IR NIEYPPSK IV NLSDLLA EL TQ NVVCRVALGRK YESGDKG NS ---YK ILLG EIMELLG
VA FAR YS EYWRQVKS MCV TQLLSSRRVQS FH NVR EEEVALL IQ NIEHPPSK IV NLSDLLA ELAQ NVVCRVALGRK YGRG IDG NSS --YK ILLG EIMEL IG
VA FAR YS EYWRQVKS MCV TQLLSSRRVQS FH NVR EEEVALL IQ NIEHPPSK IV NLSDLLA EL TQSVVCRVALGRK YGSGDDG NSS --YK ILLD EIMELLG
VA FSR YS EYWRQVRS TCV TQLLS NSRVHS FH NIR EEEVALL IQ NIENSAS EV INLG EQL IQL TR NVVCRVSVGS EYLSGHKGKL ---YQKLLA EV TEMLA
VA FSR YS EYWRQVRS TSV TQLLS NSRVHS FH NIR EEEVALL IQ NIENSAS EV INLG EQL IQL TR NVVCRVSVGS EYLSGHKGKL ---YQKLLA EV TA MLA
VA FSR YS EYWRQVRS TSV TQLLS NSRVHS FH NIR EEEVALL IQ NIENSAS EV INLG EQL IQL TR NVVCRVSVGS EYLSGHKGKL ---YQKLLA EV TA MLA
MV FAR YTEYWRQVKS ICV TQLLS NKRV NS FH YVR EEEVDLLVQ NL ENSHSKVA NL TELL IEV TG NVVCRVSVGSGDKVDS -------YK IL IL EIMD MLG
MV FAR YTEYWRQVKS ICV TQLLS NKRV NS FQ NVR EEEVDLLVQ NIENSCSKV INL TELL IEV TG NVVCKVSVGSGDKVDS -------YK IL IL EIMEMLG
MV FAR YTEYWRQVKS TCV TQLLS NKRVLS FH NVR EEEVALL IQK IENSGSKVV NLS EHL IEL TG NVVCRAALGSGHKVDS -------YKLLLL EIMD MLG
MV FAR YTEYWRQVKS TCV TQLLSVKRVQS FH NVR EEEVALLLD NIENSKSKV INLS EML IEL TG NVVCRAALGSG YNVDS -------YKSLLLQ IMD MLG
MV FAR YTEYWRQVKS TCV TQLLSVKRVQS FH NVR EEEVARLLQ NIENSKSKV MNLS EML IEL TG NVVCRAALGSG YNVDS -------YKSLLLQ IMD MLG
VA FAP YTEYWRQVKS ICVLQLLSSKRVRS FH NVR EEEVG ILV ENIK NSGSK IV NLSDL FYKLLS NVVSR IALGRK YTNS TEGGD ENS FR EL FQ NIAQL IG
VA FAP YTEYWRQVKS IC ILQLLS NKRVRS FH NVR EEEVGLLV ENIR NSGS EIV NLSDL FYTLLS NVVSR IALGKK YTNTTEGG EENS FR EL FQ NIAQL IG
VA FAP YTEYWRQVKS ICVLQLLS NKRVRS FYNVR EEEVGLLV ENIKDSGS NIV NLSDL TYTLLS NVVSR IALGKR YTNS TEDG EENS FR EL FQ NIAQL IG

VRS FH NVR EEEVGLLV ENIKDSGS NIV NLSDL TYTLLS NVVSR IALGKK YTNS TEGG EENS FR EL FQ NIAQL IG
VA FAP YTEYWRQVKS ICVLQLLS NKRVRS FYNVR EEEVGLLV ENIKDSGS NIV NLSDL TYTLLS NVVSR IALGKK YTNS TEDG EENS FR EL FQ NIAQL IG
VV FAP YS EYWRQVKS ICVLQLLS NKRVRS FQ TVR EEEVALLV ENIR ESGSK TV NLS EL FYTLLS NVVSR IALGRK YA ITTEGGK ENS FK EL FQ NIAQL IG
VV FAP YS EYWRQVKS ICVLQLLS NKRVRS FQ TVR EEEVALLV ENIR ESGSR TV NLS EL FYTLLS NVVSR IALGRK YA ITTEGGK ENA FK EV FQ NIAQL IG
VV FAP YS EYWRQVKS ICVLQLLS NKRVRS FQ TVR EEEVALLV ENVR ESGSK TV NLS EL FYTLLS NVVSR IALGRK YA ITTEGGK ENS FK EL FQ NIAQL IG
VV FAP YS EYWRQVKS ICVLQLLS NKRVRS FQ TVR EEEVALLV ENIR ESGSKAV NLS EL FYALLS NVVSR IALGRK YA ITTEGGKG NS FK EL FQ NIAQL IG
VV FAP YS EYWRQVKS ICVLQLLS NKRVRS FQAVR EEEVALLV ENIK ESGSKPV NLS EL FYALLS NVVSR IALGRK YS IIS EGGK ESSLK EL FQS IAQL IG
VV FAP YS EYWRQVKS ICVLQLLS NKRVRS FQ TVR EEEVALL IENIK ESGSKPV NLS EL FYALLS NVVSR IALGRK YA IITEGGK ESS FK EL FQS IAQL IG
VV FAP YS EYWRQVKS ICVLQLLS NKRVRS FQVVR EEEVALLV EK IK ESGSKPV NLS EL FYALLS NVVSR IALGRK YG ITTEGGKD NS FK EL FQ NIAQL IG
VV FAP YS EYWRQVKS ICVLQLLS NKRVRS FQ IVR EEEVALLV EK IK ESGSKPV NLS EL FYALLS NVVSR IALGRK YG ITTEGGKD NS FK EL FQ NIAQL IG

VKS ICVLQLLS NKRVRS FQ IVR EEEVALLV EK IK ESGSKPV NLS EL FYALLS NVVSR IALGRR YG ITTEGGKD NS FK EL FQ NIAQL IG
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Consensus

1. CYP71AJ33 Bupleurum sacilifolium

2. CYP71AJ39 Bupleurum scorzonerifolium

3. CYP71AJ32 Bupleurum chinense

4. CYP71AJ16 Thapsia garganica

5. CYP71AJ26 Heracleum lanatum

6. CYP71AJ40 Apium graveolens

7. CYP71AJ30 Heracleum lanatum

8. CYP71AJ38 Oenanthe javanica

9. CYP71AJ25 Thapsia garganica

10. CYP71AJ21 Daucus carota (transcriptome)

11. CYP71AJ21 Daucus carota ssp. sativus (PCR)

12. CYP71AJ4 Pastinaca sativa

13. CYP71AJ28 Heracleum lanatum

14. CYP71AJ4v3 (ortholog) Heracleum mantagazzium

15. CYP71AJ1 Ammi majus

16. CYP71AJ2 Apium graveolens

17. CYP71AJ20 Angelica archangelica

18. CYP71AJ3 Pastina casativa

19. CYP71AJ27 Heracleum lanatum

20. CYP71AJ17 Anthriscus sylvestris

21. CYP71AJ13 Pastina casativa

22. CYP71AJ14 Thapsia garganica

23. CYP71AJ18 Peucedanum cervaria

24. CYP71AJ12 Thapsia laciniata

25. CYP71AJ6 Thapsia laciniata

26. CYP71AJ15 Laserpitium siler

27. CYP71AJ5 Thapsia garganica

28. CYP71AJ7 Daucus carota ssp. sativus

29. CYP71AJ9 Petroselinum crispum

30. CYP71AJ8 Ammi majus

31. CYP71AJ29 Heracleum lanatum

32. CYP71AJ11 Heracleum mantegazzianum

33. CYP71AJ10 Pastina casativa



Supplementary file 5

Partial tree of the selection of AA 203-307 from the alignment 

made for figure 2.

Please observe, that the clade marking is based on Figure 2, 

and only a few groups and clades are well supported in this 

tree.
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CYP71AJ16 Thapsia garganica 

CYP71AJ32 Bupleurum chinense 

CYP71AJ39 Bupleurum scorzonerifolium 

CYP71AJ24 Ferula communis 

CYP71AJ26 Heracleum lanatum 

CYP71AJ4v2 (ortholog) Angelica archangelica 

CYP71AJ17 Anthriscus sylvestris 

CYP71AJ38 Oenanthe javanica 

CYP71AJ28 Heracleum lanatum 

CYP71AJ15 Laserpitium siler 

CYP71AJ13 Pastina casativa 

CYP71AJ40 Apium graveolens 

CYP71AJ30 Heracleum lanatum 

CYP71AJ25 Thapsia garganica 

CYP71AJ4v3 (ortholog) Heracleum mantagazzium 

CYP71AJ4 Pastinaca sativa 

CYP71AJ11 Heracleum mantegazzianum 

CYP71AJ9 Petroselinum crispum 

CYP71AJ8 Ammi majus 

CYP71AJ7 Daucus carota ssp. sativus 

CYP71AJ12 Thapsia laciniata 

CYP71AJ14 Thapsia garganica 

CYP71AJ20 Angelica archangelica 

CYP71AJ3v2 (ortholog) Seseli montanum 

CYP71AJ21 Daucus carota (transcriptome) 

CYP71AJ21 Daucus carota ssp. sativus (PCR) 

CYP71AJ29 Heracleum lanatum 

CYP71AJ10 Pastina casativa 

CYP71AJ5 Thapsia garganica 

CYP71AJ6 Thapsia laciniata 

CYP71AJ27 Heracleum lanatum 

CYP71AJ3 Pastina casativa 

CYP71AJ1 Ammi majus 

CYP71AJ2 Apium graveolens 
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Muscle Alignment of partial sequences from AA 203-307

GKG NS YK ELLQ EIMQLLG Y-RS IGD YIP XLG WVD WL XGLKGKV EKAAK EVDA FL EGVLRDHSSALAS ---GAA NDD FLS ILL EIQKQ NTD XG FS IDKDC IKAV IL

DKG NS YNRSLGKV MELLGS -RS IGD YIPLLC WVDLL TGLKGKV EKVAK EVDA FL EGVLR EH ES TVASG TDGCG NG NFIS ILLDVQKQ NTD NG FS IDKDC IKAV IL
DKG NS YNRSLGKV MELLGS -RS IGD YIPLLC WVDLL TGLKGKV EKVAK EVDA FL EGVLR EH ES TVASG TDGCG NG NFIS ILLDVQKQ NTD ND FYIDKDC IK
DKG NS YKKSLG EMTELLG YFRS IGK YIPLL YWVD WV EGLKGKVDKLA NEIDA FL EAVVRDHQSA IAS -D NS YA NKD FVS ILL EIQK ENIDSD FQ INKDC IKAV IL
DKG NS YK YL IG EL NKLLG YFSS IG EYIPLL YWVDCLRGLRGKV EKVAD EVDA FL ESVLGDHRLG ESD --NDDA NKD FVS ILL EIQKQ NTD TG FS IDRDC IKA IIL
GD ENS FR EL FQ NIAQL IG Y-FC FSD YIP WL YWIDSL NGLKGRVGKAA NEIDA FL EGVVRDHS IALD N---GASGDDLL YNLL EIQKQD TSSA FS IDK
G EENS FR EL FQ NIAQL IG Y-FS FSD YIP WL YWIDSLSGLKKRV EKAA NEIDA FL EGV IRDHS IALS T---GASSDDLL NTLL EIQKQD TNSA FS ID NDS IKGV IL
G EENS FR EL FQ NIAQL IG Y-FS FSD YIP WL YWIDSL NGLKGRV EKAA NEIDA FL EGV IRDHS TAL IN---GASSDDLLK TLL EIQKQDS NSA FS IDKDS IKGV IL
G EENS FR EL FQ NIAQL IG Y-FS FSD YIP WL YWIDSL NGLKGRV EKAA NEIDA FL ESV IRDHS TAL TN---GASSDDLLK TLL EIEKQDS NSA FS IDKDS IKGV IL
GK ENA FK EV FQ NIAQL IG Y-FSVGD YIP WL FWVDSV TGLKGRV EKAA NEVDL FL EGV IKDHS IALD N---GASSDDLL YNLL EIQKQD TNSA FS IDKDS IKGV IL
GKG NS FK EL FQ NIAQL IG Y-FSVGD YIP WL FWIDSVSGLKGRV EKAA NEADL FL ESV IKDHS IALD N---GASSDDLL YNLL EIQKQ NTNSA FS IDKDS IKGV IL
GK ENS FK EL FQ NIAQL IG Y-FSVGD YIP WL FWIDSV NGLKGRV EKAA NEADL FL EGV IKDHS IALD N---GVS TDDLL YNLL EIQKQD TNSA FS IDKDS IKGV IL
GK ENS FK EL FQ NIAQL IG Y-VSVGD YIP WL FWIDSV NGLKGRV EKAA NEADL FL EGV IKDHSVALD N---GASSDDLL YNLL EIQKQD TNS TFS IDKDS IKGV IL
GK ESSLK EL FQS IAQL IG Y-FSVGD YIP WL FWIDSL NGLKGQV EKASA EVDV FL EGV IRDHR IALD N---GASSDDLL YNLP EIQKQ NTNSA FS IDKDS IKGV IL
GK ESS FK EL FQS IAQL IG Y-LSVGD YIP WL FWVDSLSGLKGRV EKASA EVDV FL EGV IRDHL IAL EN---GASRDDLL YNLL EIQKQ NNGSA FS IDKDS IKGV IL
GKD NS FK EL FQ NIAQL IG Y-FSVGD YIP WL FWVDSL NGLKGRV EKAS TEVDV FL EGV IRDHSVALD N---GASSDDLL YNLL EIQKQ NTNSA FS IDKDS IKGV IL
GKD NS FK EL FQ NIAQL IG Y-FSVGD YIP WL FWVDSL NGLKGRV EKAS TEVDV FL EGV IRDHSVALD N---GASSDDLL YNLL EIQKQ NTNSA FS IDKDS IKGV IL
GKD NS FK EL FQ NIAQL IG Y-FSVGD YIP WL FWVDSL NGLKGRV EKAS TEADV FL EGV IRDHSVALD N---GAS NDDLL YNLL EIQKQ NTNSA FS IDK
QQ EHS YINLLG EITELLG YLSS IGD YIPLLH WVD WLKGLKGKVKRVAK EVDA FL EHVVRDHQS TTAS -NNG YTNKD FVS ILL EIQ TQ ETNTGLS IDKDC IKAL IL
KG NS YQRLL EEV TA MLA FTHS IGD FIPLLG WVD WL TGSKGKV EK TA IKVDKL MEGALRDHLS TTAS -NNGCA NND FLS ILL ET--NDA NAGSS IDK EC ILA IV W

HKGKL YQKLLA EV TA MLA YTYS IGD FIPLLG WVD WLSGSKAKV EK TAK EVDA FL EGALRDH IK TMAS -NKGSA NDD FLS ILL EI--R EADSGS TLD EES IKA IV W
HKGKL YQKLLA EV TA MLA YTYS IGD FIPLLG WVD WLSGSKARV EK TAK EVDA FL EGALRDH IK TMAS -NKGSA NDD FLS ILL EI--R EADAGS TLD EEC IKA IV W
HKGKL YQKLLA EV TEMLA YTYS IGD FIPLLG WVD WLSGSKAKV EK TAK EVDA FL EGALRDH IK TMAS -NKGSA NDD FLS ILL EI--R EADAGS TLD EEC IKA IV W
H TG YS YS ILLS EIMEMLG YSRS IGD FFPLLR WVDRL NGLKAKV EK TA NEVD TFL EGVLRDHPS NIAS -K NGGA NKD FVS ILL EI--Q NTDAGSS IDK EC IKA IIW
DKG NS YK ILLG EIMELLG YSRS MGD FFPLLG WVD WL NGLKAKV EKAA NEVD TFL EGVLRDHPS TVAS -NNG YA NKD FVS ILL EI--Q NTDAGSS MDKDC IKAL IW

NSS YK ILLG EIMEL IG YSRS MRD FFPLLG WVDRL TGL NARA EKAAK EVD TFL EGVLRDHPS TVAS -NNGHA NKD FVS ILL EI--Q NTDAGSS MDKDC IKAV IW
DG NSS YK ILLD EIMELLG YSRS MRD FFPLLG WVD WL TGL NARA EKAAK EMD TFL EGVLRDHPS TVAS -NNGH TNKD FVS ILL EI--Q NTDAGSS MDKDC IKVV IW
HKG NS FKSLLGD IMNMLG YSRS IGD FFP FFG WVD WL NGL NGKV EKLAK EMD TFL EGVLRDRLS TSAL -NIDSA NKD FVS IL ID I--Q NTDAASS IDK EC IKAV IL
YKGKS YK IL FD EL MK MLG YSRS IGD FFP WLG WVD WLSGL NGKV EKAAK EID TFL EGVLRDHPS TTAS -NNGCA NKD FVS ILL EI--Q NTDAG FS IDR EC IKAL IL
HKVDS YKLLLL EIMD MLG YSRSV ED FFP MLG WVD WL TGLKGKV EKAAKGVD TFL EGVLRDHPAS NN----GSA NKD FVS ILL EI--Q EADAG FS IDK EC IKSL IW
HKVDS YKSLLL EIMD MLG YSRS IED FFP MLG WVD WL TGLKGKV EKAAKGVD TFL EGVLRDHPAS ND ----GSA NKD FVS ILL EI--Q EADAG FS IDK EC IKSL IW
NVDS YKSLLLQ IMD MLG YSRS IED FFPSLG WVD WITGLKGKV EKAA NGVDA FL EGVLK NH TNPS TSAS NNSA NKD FVS ILL EI--Q EADAGSS MDK EC IKSL IW
NVDS YKSLLLQ IMD MLG YSRS IED FFPSLG WVD WITGLKGKV EKAA NGVDA FL EGVLK NH TNPS TS ----SA NKD FVS ILL EI--Q EADAGSS MDK EC IKSL IW

DKVDS YK IL IL EIMD MLG YSRS IED FFPLLG WVD WL TGLRGKVA EAAKGVD TFL EGVLK EHLS TT-----GSK YND FVS ILL EI--Q EADAGSS MD NEC IKSL IW
DKVDS YK IL IL EIMEMLG YSRS IED FFP MFG WVD WL TGLRGKVAKAAKGVDD FL EGVLK EHL TARAS -NNASAD ND FVS ILL EI--Q EADAGS TMD NEC IKSL IW
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Consensus

1. CYP71AJ32 Bupleurum chinense

2. CYP71AJ39 Bupleurum scorzonerifolium

3. CYP71AJ16 Thapsia garganica

4. CYP71AJ26 Heracleum lanatum

5. CYP71AJ17 Anthriscus sylvestris

6. CYP71AJ13 Pastina casativa

7. CYP71AJ12 Thapsia laciniata

8. CYP71AJ14 Thapsia garganica

9. CYP71AJ15 Laserpitium siler

10. CYP71AJ7 Daucus carota ssp. sativus

11. CYP71AJ5 Thapsia garganica

12. CYP71AJ6 Thapsia laciniata

13. CYP71AJ9 Petroselinum crispum

14. CYP71AJ8 Ammi majus

15. CYP71AJ11 Heracleum mantegazzianum

16. CYP71AJ29 Heracleum lanatum

17. CYP71AJ10 Pastina casativa

18. CYP71AJ24 Ferula communis

19. CYP71AJ4v2 (ortholog) Angelica archangelica

20. CYP71AJ28 Heracleum lanatum

21. CYP71AJ4v3 (ortholog) Heracleum mantagazzium

22. CYP71AJ4 Pastinaca sativa

23. CYP71AJ38 Oenanthe javanica

24. CYP71AJ25 Thapsia garganica

25. CYP71AJ21 Daucus carota (transcriptome)

26. CYP71AJ21 Daucus carota ssp. sativus (PCR)

27. CYP71AJ40 Apium graveolens

28. CYP71AJ30 Heracleum lanatum

29. CYP71AJ20 Angelica archangelica

30. CYP71AJ3v2 (ortholog) Seseli montanum

31. CYP71AJ27 Heracleum lanatum

32. CYP71AJ3 Pastina casativa

33. CYP71AJ1 Ammi majus

34. CYP71AJ2 Apium graveolens



Supplementary file 5

Partial tree of the selection of AA 380-509 from the alignment 

made for figure 2.

Please observe, that the clade marking is based on Figure 2, 

and not all groups and clades are well supported in this tree.
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CYP71AJ32 Bupleurum chinense 

CYP71AJ31 Bupleurum chinense 

CYP71AJ40 Apium graveolens 

CYP71AJ25 Thapsia garganica 

CYP71AJ4v3 (ortholog) Heracleum mantagazzium 

CYP71AJ21 Daucus carota ssp. sativus (PCR) 

CYP71AJ21 Daucus carota (transcriptome) 

CYP71AJ28 Heracleum lanatum 

CYP71AJ4 Pastinaca sativa 

CYP71AJ15 Laserpitium siler 

CYP71AJ20 Angelica archangelica 

CYP71AJ1 Ammi majus 

CYP71AJ2 Apium graveolens 

CYP71AJ13 Pastina casativa 

CYP71AJ5 Thapsia garganica 

CYP71AJ3 Pastina casativa 

CYP71AJ27 Heracleum lanatum 

CYP71AJ11 Heracleum mantegazzianum 

CYP71AJ29 Heracleum lanatum 

CYP71AJ8 Ammi majus 

CYP71AJ9 Petroselinum crispum 

CYP71AJ14 Thapsia garganica 

CYP71AJ12 Thapsia villosa 

CYP71AJ6 Thapsia laciniata 

CYP71AJ7 Daucus carota ssp. sativus 
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Muscle Alignment of partial sequences from AA 380-509

PR EA XQDVKV MG YD IKAG TQVL INA WA IARDPSL WD NP EEFRP ER FL NSP ID YKGLH YEFIP FGAGRRGCPG IQ FA MAV NELALA NLVHK FD FXLPDGKRL EDLD MTA ETG MTLHKKSPLLV IA TPHV

PR EARKDVKV MG YD IRSG TQV IINA WA IARDPSL WNNP EEFRP ER FLDSP ID YKGVH YEFIP FGGGRR MCPG IQ FA MAV NELA IA NIVHK FD FELPDG ERLQDLD MTCV TGV TLCRKSPLLV IAKPHV
PR EAR NDV NV MG YD ISSG TQVL -NS WA IARDPSL WNNPD EFRP ER FL NSP ID YKGVH YEYLP FGGGRR MCPG IQ FAVAV NELA IA NIVHK FNFELPDGQRL EDLD MTGV TG ISVCRKSPLLV IAKPHV
PR EARQDVKV MG YD IRKG TQVL INA WA IARDPSL WENP EK FQP ER FL NSP ID YKGLH YEYLP FGGGRRGCPG IQ FA MAV NELAVA NVVHK FD FELP NG ETR EDLD MTGV TG ITLRRKSPLLV IA TPHV
PR EARQDVKV MG YD IRKG TQLV INA WA IARDPSL WD NP EEFRP ER FL NSP ID YKGLH YD YLP FGAGRRGCPG YQ FA MAV NELALA NVV NK FD FELP NG ERK EDLD MAGV NGL TL
PR EARQDVKV MG YD IRKG TQLV INA WA IARDPSL WDSP EEFRP ER FL NSP ID YKGLH YEYLP FGAGRRGCPG YH FA MAV NELALA NVVHK FD FELP NG ERK EDLD MTGV TGL TVRRKSPLLV IA TPHV
PR EAKQDVKL MG YD ISSG TQVL INTWETARDPSL WD NP EEFRP ER FFNSP ID YKGLH YEYLP FGGGRRGCPG IQ FA MAV NELAVA NVV YK FD FK MPDG ER FEDLD MSGVPG ISLSK
PR EAKQDVKL MG YD ISSG TQVL INTWETARDPSL WD NP EEFRP ER FFNSP ID YKGLH YEYLP FGGGRRGCPG IQ FA MAV NELAVA NVV YK FD FK MPDG ER FEDLD MSGVPG ISL YRK YPLLVVA TPHV
PR EAKQDVKL MG YD ISSG TQVL INTWETARDPSL WD NP EEFRP ER FL NSP ID YKGLH YEYLP FGGGRRGCPG IQ FA MAV NELAVA NVV YK FD FK MPDG ER FEDLD MSGVPG ISL YRK YPL MVVASPHV
PRQARQDVKV MG YD IRSG TQVL INA WA IARDPSL WDKP EEFRP ER FL NSP ID YKGLH YEYVP FGAGRRGCPG IQ FA MAV NELAVA NVVHK FD FKLPDGKRL EDLD MTAV TGL TLRR ESPLLVVA TPH I
PR EARQD IK FMG YD ISSG TQVL INA WA IARDPLL WDKP EEFRP ER FL NSP ID YKG FH YEFLP FGAGRRGCPG IQ FA MC INELVVA NLVHK FNFELPDGKRL EDLD MTAASG ITLRKKSPLLVVARPHV
PR ESRQDVK FMG YD ISAG TQVL INV WA IARDPSL WEKP EEFRP ER FL NSH ID YKG FNYEYLP FGAGRRGCPG IQ FA MAV NELVVA NV IHK FNFELPDG ERL EDLD MTAVSG ITLRKKSPLLVVARPHV
PR ETRQDVK FMG YD IKAG TQVL INA WA IARDPSL WD NP EEFRP ER FL NTP ID YKG FH YEYLP FGAGRRGCPG IQ FA ISV NELAVA NVVHK FNFELPDGKRL EDLD MTGS TG ITLSKK
PR EARQDVK FMG YD IKSG TQVL INA WA IARDPSS WD NP EEFRP ER FL NSP ID YKG FNYEYIP FGAGRRGCPG IQ FA ISV NELVVA NVV NK FNFELPDGKRL EEMD MTAS TG ITFHKKSP IFVVA TPHV
PR EARQDVK FMG YD IKSG TQVL INA WA IARDPAS WD NP EEFLP ER FL NSP ID YKG FNYEYIP FGAGRRGCPG IQ FA ISV NELVVA NVV NK FNFELPDGKRL EEMD MTAS TG ITFHKKSP IFVVA TPHV
AR EA MQDVKV MG YDVKAG TQVL INA WA IA TDPAL WD NP EEFIP ER FL NNP TD YKGLH FEFIP FGAGRRGCPG IQ YA MA INELALA NLVH IFD FALPDGRRL EDLD MTS ETG MTLHKKSPLLV IA TSRV
AR EA MQDVKV MG YDVKAG TQVL INA WA IA TDPAL WD NP EK FIP ER FL NNP ID YKGLH FEFIP FGAGRRGCPG IQ YA MA INELALA NLVH IFD FALPDGRRL EDLD MTS ETG MTLHKKSPLLV IA TSRV
AR EA MQDVKL MG YDVKSG TQVL INA WA IA TDPAL WD NP EEFIP ER FL NNP ID YKGLH FEFIP FGAGRRGCPG IQ YA MA INELALA NLVH IFD FALPDGRRL EDLD MTS ETG MTLHKKSPLLV IA TSRV
AR EA MQDVKV MG YDVKDG TQVL INA WA IA TDPAL WD NP EEFIP ER FL NNP ID YKGLH FEFIP FGAGRRGCPG IQ YA MA INELAVA NLVH IFD FALPDGRRL EDLDL TS ETG MTLHKKSPL MV IA TSRV
AR EA MQDVKV MG YD IKAG TQVL INA WA IA TDGAV WD NP EEFIP ER FL NNP ID YKGLH FEFIP FGAGRRGCPG IQ YA MA INELALA NLVH IFDLALPDGKR FENLD MDS ETG MTVHKKSPLLV IA TPC I
AR EA MQDVKV MG YD IKAG TQVL INA WA IA TDPAV WD NPG EFIP ER FL NNSVD YKGLH FEFIP FGAGRRGCPG IQ YA MA INELALA TLVH IFD FALPDGKR FEDLD MAS ETG MTVHKKSPLLV IA TPR I
AR EA MQDVKV MG YD IKAG TQVL INA WA IA TDPAV WD NP EEFIP ER FL NNSVD YKGVH FEFIP FGAGRRGCPG IQ YA MA INELALA NLVH IFD FALPDGKR FEDLD MAS ETG MTVHKKSPLLV IA TPR I
AR EA MQDV NV MG YD IKAG TQVL INA WA IA TDP TL WD NP EEFIP ER FL NNPVD YKGLH FEFIP FGAGRRGCPG IQ YA MA INELALA NLVH IFD FALPDGKR FEDLD MTA ETG MTLHKKSPLLA IA TSRV
AR EA MQDV NV MG YD IKAG TQVL INA WA IA TDP TL WD NP EEFIP ER FL NNPVD YKGLH FEFIP FGAGRRGCPG IQ YA MA INELALA NLVH IFD FTLPDGKR FEDLD MAA ETG MTLHKKSPLLA IA TSCV
AR EA MQDV NV MG YD IRAG TQV MINA WA IA TDP TV WDKP EEFIP ER FL NNPLD YKGLH FEFIP FGAGRRGCPG IQ YA MA INELALA NLVH IFD FALPDGKR FEDLD MDA ETG MTLHKKSPLLV IA TSRV
AR EA MQDV NV MG YYIKAG TQV MINA WA IA TDP TL WD NP EEFIP ER FL NNPVDHKG MH FEFIP FGARRRGCPG IQ YA MA INELALA NLVH IFD FALPGGKRL EDLD MDA ETG MTLHKKSPLLVVA TSRV
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Consensus

1. CYP71AJ32 Bupleurum chinense

2. CYP71AJ31 Bupleurum chinense

3. CYP71AJ25 Thapsia garganica

4. CYP71AJ21 Daucus carota ssp. sativus (PCR)

5. CYP71AJ21 Daucus carota (transcriptome)

6. CYP71AJ4v3 (ortholog) Heracleum mantagazzium

7. CYP71AJ28 Heracleum lanatum

8. CYP71AJ4 Pastinaca sativa

9. CYP71AJ40 Apium graveolens

10. CYP71AJ1 Ammi majus

11. CYP71AJ2 Apium graveolens

12. CYP71AJ20 Angelica archangelica

13. CYP71AJ3 Pastina casativa

14. CYP71AJ27 Heracleum lanatum

15. CYP71AJ15 Laserpitium siler

16. CYP71AJ5 Thapsia garganica

17. CYP71AJ6 Thapsia laciniata

18. CYP71AJ7 Daucus carota ssp. sativus

19. CYP71AJ13 Pastina casativa

20. CYP71AJ14 Thapsia garganica

21. CYP71AJ12 Thapsia villosa

22. CYP71AJ11 Heracleum mantegazzianum

23. CYP71AJ29 Heracleum lanatum

24. CYP71AJ8 Ammi majus

25. CYP71AJ9 Petroselinum crispum


