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Supplemental Materials:

Supplemental info. Technical aspects of potato var. “Ants” cultivation.
Supplemental Data. OUTSs generated based on sequencing reads of Experiment 2.
Supplemental Figure S1. Heatmaps of Experiment 1.

Supplemental Figure S2. Phylogenetic tree of cultivable bacteria based on the 16S rRNA gene sequence comparison.
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Potato cultivar ,,Ants* 2012:

Cultivation area 0.5 ha. Planted Basic seeds 2000kg/ha.

Mineral soil, loam

Preceding crops: 2009 summer wheat, 2010 rape, 2011 summer wheat.
Seed dressing: Monceren G, 0.6 I/ha.

Planting time: 17.05. 2012, harvesting 06.09.2012, crop yield 26.0 t/ha.
Fertilizer: Cropcare 8-11-23 800kg/ha 10.05.2012

Plant protection:

. 21.06. 2012 Titus 30 g/ha+Mistral 300 g/ha+Actara 80 g/ha

.09.07.2012 Dithane 2 kg/ha+ Decis 0.15 I/ha+Kemiwett 0.15 I/ha

.17.07.2012 Leimay 0.5 I/ha+Actara 60 g/ha+Kemiwett 0.15 I/ha

. 24.07. 2012 Infinito 1.6 I/ha

. 11.08.2012 Ranman 0.2 I/ha+Ranman Aktivaator 0.15 I/ha+Decis 0.15 I/ha+Kemiwett 0.15 I/ha
. 13.08.2012 Sunoco E11 oil 4,

. 17.08.2012 Reglone Super 2.0 I/ha

Potato cultivar ,,Ants*“ 2013:

Cultivation area 0.5 ha. Planted Basic seeds 5000 kg/ha

Mineral soil, loam

Preceding crops: 2010 barley, 2011 barley, 2012 rape.

Seeds not dressed.

Planting time: 27.05. 2012, harvesting 05.09.2012, crop yield 29.0 t/ha.
Fertilizer: Cropcare 11-11-21 800kg/ha 09.05.2012

Plant protection:

. 19.06. 2013 Titus 30 g/ha+Mistral 300 g/ha+ Decis 0.15 I/ha
. 01.07.2013 Dithane 2 kg/ha+ Fastac 0.15 I/ha+Titus 30 g/ha
.09.07.2013 Infinito 1.6 I/ha+Decis Mega 0.15 I/ha
.10.07.2013 Sunoco E11/3

. 18.07.2013 Dithane 2.0 kg/ha+ Fastac 0.15 I/ha

. 24.07.2013 Sunoco E11/3 4.0 I/ha

. 29.07.2013 Orwego 0.8 I/ha + Kemiwett 0,075 I/ha

. 06.08.2013 Orwego 0.8 I/ha+ Kemiwett 0,075 I/ha

. 13.08. 2013 Reglone Super 2.5 I/ha+ Kemiwett 0,075 |

Supplemental info. Technical aspects of potato var. “Ants” cultivation.
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Supplemental Data. OUTs generated based on sequencing reads of Experiment 2. (A ') Number of OUT reads in Experiment 2. (B) Number of OUT reads in Experiment
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Supplemental Figure S1. Heatmaps of Experiment 1. (A) OTU sequences from Experiment 2 were used to cluster all similar sequences from Experiment 1. (B) Counted
sequences reads of Experiment 1 classified by the RDP multiclassifier were normalized using inverse hyperbolic sine transformation. Heatmaps were made in R using

pheatmap (parameters: clustering_method = average, clustering_distance = euclidean).
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Supplemental Figure S2. Phylogenetic tree of cultivable bacteria based on the 16S rRNA gene sequence comparison. The tree was constructed based on

the nearly full length 16S rRNA genes of cultivable bacteria and their nearest sequences (bold), as retrieved from the GenBank database.






