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SUPPLEMENTARY FIGURE
A

B S. info. Transcription Binding site Length Mr;g?o n Primer sequences

factor
Forward  5-TAG CAG GAAACA GCGAGC TT-3'
ChIP primer  Sp1/NFkB +9F/+157R 180bp
Reverse 5.GCGCTTCTCTCC TACACC TC-3'

Transcription
C EMSA probe factor Region Sequence
Upper  5'-CCG GAG CTAGGG GTG GGG ACT CGG-3'
" T o

FLIP Sp1/NFkB/AR +64/+89
Lower 5-CCGAGTCCC CACCCCTAGCTCCGG-3'

D oun probe TNSCTIPON  Region Sequence
Upper 5.GGGACT CCC GGA GCT-3'
ARE4  SPINFKB #5774
Lower 5.AGC TCC GGGAGT CCC-Y'
5 : -
ARE-1m +5T/471 i §-040 QTTCCC OAA OT¢-3
Lower 5.GAC TTC GGG AAC CTC-¥

Supplementary Figure S1: A. Schematic representation of potential transcription factor binding sites on the c-FLIP
promoter (—121/+242) predicted by Genomatrix program. B. Primer sequences used for ChIP. C. and D. Oligonucleotide
sequence of c-FLIP sequence, and c-FLIP ARE-1 sequence used in EMSA.



