a accaatcgcctgaacgtccccateottacctaagagagaacceococtoctacgactgegaagtgoctecgaact

71 gatatatgacaatatctacttitggatcacgtgotocgggGAGAGAGACTAAGACGGATAACGCGTCATCTC
141 GCCTTCCCAAATTTTACCCCCTCGCTAGACCTGGTCCAAAACCTCCATCTGGAGCCGGCAGAAGAGAACG
211 ATGTT TAACT CGGTCAACCTGGGCAACTTC TG TCGCCGTCGUGCAAGGAGAGGGGCGCCGATTTC
M F N S ¥ N L G N F € s P S R K E R G A D F
217 GGCGAGCGAGGGAGCTGCGCCTCCAACCTCTATCTGCCCAGTTGCACTTACTACGTGCCCGAGTTC
G E R G S C A S N L A L P =] C i 8 x v B E L
343 TCCACGGTCTCCTCCTTCCTGCCCCAGGCCCCCTCTCGTCAGATCTCCTATCCCTACCCGGCCCAA
S T v 8 8 F L P O A P 3 R O I 8 Y P Y P A O
409 GTGCCCCCGGTCCGAGAGGTCTCCTACGGCCTGGAGCCCTCCGGCAAGTGGCACCCCCGGAMACAGC
v P P v R E v 3 X G L E P 3 G K W H P R N S
475 TACTCCTCCTGCTATGCGGCGGCCGACGAGCTCATGCACCGGGAGTGCCTGCCTCCTTCCACCGTC
¥ 5§ 8 € ¥ A A A D E L M H R E ©€ L P P 5 T ¥V
541 ACCGAGATCCTCATGAAAANACGAAGGCTCCTACGGCGGCCACCACCACCCCAGCGCCCCGCACGCC
T E I L M K N E G S ¥ 6 G H H H P S5 A P H A
607 GCCCCCGCCGGCTTCTACTCCTCAGTCAACAAGAACAGTGTCCTGCCCCAAGCCTTTGACCGCTTC
A P B G F X S S W N K N S v L P Q B F D R F
673 TTTGACAACGCCTACTGCGGCGGCAGCGACCCGCCCGCCGAGCCCCCCTGCCCGGGCAAGGGTGAG
F D N A ¥ € G G & D P P A E P P C P G K G E
739 GCCARAAGGGGAGCCTGAGGCGCCCCCGGCCTCGGGACTGGCGTCCCGGGCTGAGGUGGGGGCCGAG
A K G E P E A P P A 8 G L A 8 R A E A G A E
808 GCCGAGGCCGAAGAGGAGAACACGAATCCCAGCTCGTCCGGTTCAGCCCACTCGGCGGCCAAGGAG
A E A E E E N T N P S S S G S A H S A A K E
871 CCGGCCAAGGGAGCCGCCCCCR%taggtagcagcggccggqaagcaggcgggcaggagggagggag
P A K G & A P N
937 ctagagagggagggcgagcgagggtaggggggaggcgaggggagcecggggacggcecctogtgttttgggtca
1007 gtccaattttatgtggagttttataagcattcaaaggattttattataacctacaaagececctctoctccoca
10717 acgactcgactttttacgatggagaagggadatgaggagyggagggaaaagggctetttggaaaageecgagaty
1147 aacccoccctoctecogttatctectteoggtctgtgaaatttttaaaagegeccaccatcgegyggcaatatttaa

1217 ctttgatcgtgaacttagaggagcatttaaggaaggatggggageccoccgeggccggggttgggggtggga
1287 gJggaggggaggggtggagggggagaaaggggagggcaagggaaagacagggagaaactoccgagaggggga
1357 gtggtggaagagagaggcattggagcagagctggagcccggggagtccagccagggccgctctgettatt
1427 ttaaaaaaactattttttgaaatgttcaaactctgtgttggcgggtocctgagcagggcteggagegace
1497 cgagggtcagcggcgacagggggtgggggcgaggcgggctcagggcteccctectgetecaggectgggge
1567 ttggcgtttecctgocggecogeggcctocgegecggectgoccaggecgeggggaaggagcggcccgecyg
1637 ggcgtcoccoggggegccagggocccoggaageggetgtogggtgtetetggtgecctgetctettgettect

1707 ccccgcatcccagtgactoctogecggatcgecacttoctttgogectgttocteccgoggtoccocccacattte
1777 tgggggtggggagtgggggtgggtttttagagccacccggagggcagaggtgcgoggoetgagegggeggg
1847 gggccttggggacgcacttggccgocggctggogegocatctoccgaagaceccgocacagoccacggoccte

1987 ggtogeggeoteggoccagogeagagoettgogggaggagacceggooggoctggtgggagggetgecegge
2057 ggtggggccggeagaggggococcgocgagogetococggggggoctggggtegecagggtotecacgtgtotect

2127 ccccctctcctcgcacttgccccctcccctcccctcca;QCGCCCCCCGCACCCGCAAGAAGCGC
A P R T R K K E

2192 TGCCCTTATTTGAAATTCCAGATCCGGGAACTGGAGCGAGAGTTTTTTTTCAACGTGTATATCAAC
c P ¥ I KB F @ I KB E & B R E 'F F F N ¥ ¥ I N

2258 AAAGAGAAGCGGGTGCAGCTGTTTCGGATGCTGAACCTGACGGACCCACAAGTGAAAAATTGGTTT
K E K R VvV o L F R M L N L T D R O YV K N W F

2324 CAGAACAGAAGGATGAAAGAAAAAAANATAAGCAGAGACCGGCTGCAGTATTTCTCGGGAAATCCT

Q N R R M K E K K I s R D R L Q@ Y F S G N P
2390 TTGCTGTAACCGCAGACTGGGCCCTITTGAGGGGAGGGGGGAAAGGGGGAAATTATTTTATTTTAT

L L * 304

2456 TTTTATTTTTTATTTTCTAACTCGCCTACTTTCCGCGGGTGGAAAACTGGACTGTGGCCAGGGCTGGCCC
2526 CCACTGCCG T TTCCCGCACGTCTTTCTGGACAACCTCCTTCACCTTGGTCTGACTccatgtgggacagygy
2596 acagggcctggaatgggggatgaaggaaagtgtotgacccacggoegagtggacacogtiggegecgagge
2666 caagactctttatttaaaagaaaacacacctcogogaccatgtottgotgeotecgaattgggtgggggaggy
2736 gcgagagtagtgggocgoccoctgaactgaacaatccttgaactaaaageccttoccococttgecoccaagtgacaagat
28086 ctgcoctaggacaccgggtctgoegaggggagacttoctgggectcoccatceccctaccccacctagotecatttg
2876 gtagggggcagctaaatgtgacccocgoccttgoctgtgaaatttctgttectttgacctggtgttaggtgtg
29486 caaactcgtgtocctacctocgtctacgococcaggocococcaccoccgagoectagcoctgttctococccttgaaggtgt
3016 agaaccctctttagaaatttcttaactggtgcatcgaggtttcctaatctttttocctagcococgogococcoccac
308¢6é ttcaatgaatttatagctatagtctatgcatttgttacctccttttttttgttgttgttaaggaaaaaaa
3156 taaaaaagattagggtggaagaggcaatagggagatgggattgggcacctccocctatgoctggggoctgaa
3226 ttttttgtaaataaatttcacaagcatttctttctaccctgagggggtgtgggtaggactggocctggaat
3296 gagattggaatcacccatctccatgtgecgtgagtgtgtgtacatgtgcaatccccatcocggectegoctocco
3366 tgtcccagagggattgoctgtgacttttttttttttttttttgtggocaaataaagatactteatt 3430

SUPPLEMENTARY FIG. S3. The nucleotide sequence of B. bubalis Hocll gene and its in silico translation. Exons
(black) and UTRs (purple) are shown in upper-case letters. The intron (blue) and 5" upstream and 3’ downstream regions
(green) are in lower-case letters. The deduced amino acid sequence of 304 residues is shown under the nucleotide sequence
in a single-letter code. The triangles indicate exon—intron boundaries.





