
SUPPLEMENTARY FIG. S3. The nucleotide sequence of B. bubalis Hoc11 gene and its in silico translation. Exons
(black) and UTRs ( purple) are shown in upper-case letters. The intron (blue) and 5¢ upstream and 3¢ downstream regions
(green) are in lower-case letters. The deduced amino acid sequence of 304 residues is shown under the nucleotide sequence
in a single-letter code. The triangles indicate exon–intron boundaries.




