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CNAG_04167 Cpt7 YDPPL YKGRCGGRWKPARTRHCTQCGVCRAGFDHHCPFFANCLTAPYIPTFLAVL
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Supplementary Figure 1. Conserved domains in C. neoformans putative PAT 

genes. (A). Diagram of conserved PAT domains. The DHHC-CRD domain is 

flanked by TM (transmembrane) domains, a DPG domain, and a TTxE domain.  

 (B). Alignment of C. neoformans conserved PAT domains.  

 

Supplementary Figure 2. Phylology tree of C. neoformans, S. cerevisiae, and 

H. sapiens PATs. Protein sequence alignment (MUSCLE) and tree phylogeny 

(PhyML) was constructed using Phylogeny.fr. Tree was drawn using TreeDyn.  

 

Supplementary Figure 3. Golgi localization of C. neoformans mCh-Ras1 and 

mCh-Pfa4. Wild type cells expressing mCh-Ras1 (CBN116) and mCh-Pfa4 

(CBN451) were fixed in 3.7% formaldehyde then incubated with the green-

emission fluorescent Golgi marker NBD C6-Ceramide to compare Golgi 

localization to mCh-Ras1 (top panels) and mCh-Pfa4 (bottom panels). Images 

(x100) were taken at the using the appropriate filter and merged. Bar, 5 µm.  
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