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Con5g_26882:	  Sucrose	  Synthase	  1	  
Con5g_34105:	  Sucrose	  Synthase	  4	  
Con5g_7759	  
Con5g_13470	  
Con5g_95210	  
Con5g_98590:	  Dehydrin	  
Con5g_71465:	  DREB	  TF	  
Con5g_8587:	  	  	  DREB	  TF	  
Con5g_35715:	  DREB	  TF	  
Con5g_92783:	  DREB	  TF	  

Con5g_35714	  
Con5g_98589	  

Con5g_107774:	  DREB	  TF	  
Con5g_104691:	  DREB	  TF	  
Con5g_111596:	  DREB	  TF	  
Con5g_79272:	  	  	  DREB	  TF	  
Con5g_100735:	  DREB	  TF	  
Con5g_15761:	  	  	  DDF1	  
Con5g_47100:	  	  	  DDF1	  
Con5g_90258:	  	  	  DDF1	  
Con5g_79525:	  	  	  DDF1	  
Con5g_46670:	  	  	  DDF2	  
Con5g_67668:	  	  	  DDF2	  
Con5g_74562:	  	  	  Glutamate	  Biosynthesis	  
Con5g_74563:	  	  	  Glutamate	  Biosynthesis	  
Con5g_77822:	  	  	  Glutamate	  Biosynthesis	  
Con5g_66957:	  	  	  Glutamate	  Biosynthesis	  
Con5g_59894:	  	  	  Glutamate	  Biosynthesis	  
Con5g_87107:	  	  	  Glutamate	  Biosynthesis	  
Con5g_52049:	  	  	  Glutamate	  Biosynthesis	  
Con5g_105163:	  	  Sucrose	  Synthase	  1	  
Con5g_73133:	  	  	  	  Sucrose	  Synthase	  1	  
Con5g_73135:	  	  	  	  Sucrose	  Synthase	  4	  
Con5g_69909:	  	  	  	  Sucrose	  Synthase	  4	  
Con5g_45784	  

Con5g_74561	  

Addi5onal	  file	  15.	  	  Expression	  profile	  of	  sequences	  previously	  iden5fied	  as	  cold	  
inducible	  in	  M.	  sa&va	  ssp.	  falcata	  [33,34],	  but	  which	  are	  ≥	  2-‐fold	  different	  between	  
B47	  and	  F56	  under	  normal	  growth	  condi5ons.	  	  Expression	  is	  depicted	  as	  fold	  change	  
of	  F56/B47.	  	  DDF1	  (dehydra5on	  response	  element),	  DREB	  (DRE	  binding	  factor).	  	  

Up	  in	  F56	  

Up	  in	  B47	  


