
Con$g_1050	  
Con$g_23986	  
Con$g_23987	  
Con$g_33888	  
Con$g_43723	  
Con$g_45082	  
Con$g_7341	  
Con$g_78607	  
Con$g_78608	  
Con$g_45079	  
Con$g_70937	  
Con$g_99850	  
Con$g_90122	  
Con$g_9932	  
Con$g_101650	  
Con$g_40467	  
Con$g_2112	  
Con$g_10085	  
Con$g_39585	  
Con$g_59678	  
Con$g_19629	  
Con$g_67510	  
Con$g_90178	  
Con$g_90179	  
Con$g_90180	  
Con$g_107424	  
Con$g_107425	  
Con$g_107457	  
Con$g_109529	  
Con$g_18011	  
Con$g_34001	  
Con$g_37587	  
Con$g_4422	  
Con$g_52316	  
Con$g_59897	  
Con$g_65732	  
Con$g_71569	  
Con$g_78343	  
Con$g_83119	  
Con$g_83121	  
Con$g_89288	  
Con$g_34000	  
Con$g_41203	  
Con$g_54500	  
Con$g_562	  
Con$g_58330	  
Con$g_78341	  
Con$g_78342	  
Con$g_83120	  
Con$g_87887	  
Con$g_91530	  
Con$g_93160	  
Con$g_9777	  
Con$g_16204	  
Con$g_5360	  
Con$g_63188	  
Con$g_15120	  
Con$g_83917	  
Con$g_19978	  
Con$g_49161	  
Con$g_60997	  
Con$g_14853	  
Con$g_15898	  
Con$g_46782	  
Con$g_60106	  
Con$g_9585	  
Con$g_19205	  
Con$g_27755	  
Con$g_102087	  
Con$g_109644	  
Con$g_17481	  
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ABC	  Transporter	  

ACC	  Oxidase	  

AP2-‐EREBPA	  
B-‐expansin	  
ENDO-‐1,4-‐B-‐glucanase	  
ENOD11	  

GO	  20	  Oxidase	  

HAP2-‐1B	  

ERN1A	  

His$dine	  Kinase	  

HYD1	  
KHD-‐domain	  containing	  
MPBQ-‐MSBQ	  

MVA-‐kinase	  

NFR1	  

NORK	  

NSP1	  
Pec$necterase	  

RR5	  

Y-‐tocopherol	  methyltransferase	  
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M.	  Sa&va	  ssp	  sa&va(B47)	   M.	  Sa&va	  ssp	  falcata	  (F56)	  

Expression	  profile	  of	  transcripts	  likely	  involved	  in	  nodula$on.	  	  Expression	  presented	  as	  Z-‐scores:	  yellow,	  above	  average	  expression;	  blue,	  below	  average	  expression.	  	  ES,	  
elonga$ng	  stem	  internodes;	  PES,	  post-‐elonga$ng	  stem	  internodes.	  	  
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