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SUPPLEMENTARY FIG. 5. Differences in gene expression between the heme-deficient mutant and wild type
immediately before addition of CORM-3. (A). The bars show the percentage of genes in functional groups with altered
expression in the heme-deficient mutant versus wild type. The dark blue and grey bars indicate the proportion of up- and
downregulated genes, respectively. (B). Expression profile showing the frequency of genes with altered transcription in the
heme-deficient mutant versus wild type. Red indicates upregulated genes (=2-fold), blue indicates downregulated genes
(= — 2- fold), and yellow represents genes with unaltered expression.





