Regulatory
proteins

Fur-, IHF+, |

IscR+, OxyR+

NarL+, NarP+,
FNR-, NsrR-

Gene

YifE

Function

DnaK-like molecular chaperone specific for Iscl
DnaJ-like molecular chaperone specific for IscU

Fe-S cluster assembly protein

DNA-binding transcriptional repressor

Cysteine desulf (tRNA sulf fi )
Scaffold protein
Fe-S cluster assembly protein

Component of SUfBCD complex
Conmy of SUfBCD complex; ATP-binding cc

FoLp cHANGE wiTH CORM-3 FoOLD CHANGE wWiTH ICORM-3
hemA time-course (min) | WT time-course (min) | hemA time-course (min)
10 20 40 60 12010 20 40 60 120 (10 20 40 60 120

of ABC supert;

Component of SUTBCD complex
Sulfur acceptor protein
Selenocysteine lyase

Repair of damaged Fe-S clusters

SUPPLEMENTARY FIG. 6. Differential expression of genes involved in Fe-S cluster assembly and repair. The heat
map quantifies the changes in selected genes; it should be noted that the “‘heat scale’” at the right is expressed as the natural
logarithm of the fold change in genes in the heme-deficient mutant of E. coli (hemA) and the corresponding wild type grown
anaerobically in defined medium after addition of 100 uM CORM-3 or, for the mutant only, 100 uM iCORM-3.





