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SUPPLEMENTARY FIGURES AND TABLE
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Supplementary Figure S1: HT29, SW620, MDA-MB-232, MCF-7 and M619 cells were treated with the indicated
concentrations of UA/US597 for 24 h, and cell viability was evaluated by the MTT assay. Results are shown as mean + SD
from three separate experiments in each experiment.
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Supplementary Figure S2: (A) Heat map depicting microarray gene expression profiling in HepG2 cells treated with
5 uM USS597 and compared with control. (B) Pathway analysis of the genes obtained from the NLP analysis. There were 134
pathways revealed. Among them, about 11 signaling pathways were significant (P < 0.01).
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Supplementary Figure S3: Flow cytometric analysis the inhibitory effect of UA/US597 on the expression of integrin
04 (A) and aS (B) on HepG2 cells, isotype control (silver area), control (blank curve), blue curve (5 pM UA), yellow,
purple and red line represents US597 treated group at concentrations of 0.2, 1 and 5 pM, respectively.

Supplementary Table S1: Pharmacokinetic parameters of US597 after oral administration to SD
rats (n =5)

Parameters mean + SD

C .. (ng/mL) 0.014 £ 0.011

T  (h) 5.6+3.578

t,, (h) 13.173 £9.533
AUC, (png-h/mL) 0.155+0.108
AUC,  (ugh/mL) 0.195 £ 0.099
CL(mL/h/mg) 501.275 +249.729
V, (mL/g) 9097.777 + 6149.829
MRT_, (h) 11.109 + 1.776

MRT_ (h)

20.56 +10.797




