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Supplementary Figure 1: DOCKS mutant mice

A.

B.

Schematic showing the position of the two mutations in the DOCKS protein; DHR
(Dock Homology Region).

Representative flow cytometry plots showing B220 positive splenocytes. Marginal
zone B cells are gated and the percentage shown for wild type and two DOCKS
mutants as marked.

Quantitation from a separate experiment of marginal zone B (MZB) cells in wild type
and DOCK 8E/886X/EI886X mice. Columns show means; dots, individual mice and bars,
standard error of the mean (SEM). Statistics by unpaired t test, ** p<0.01.
Representative of 2 separate experiments.

Quantitation of splenic T cells from wild type and DOCKS8E/886XEI886X mjce
recapitulating the decreased naive T cells found in DOCKS8 mutant mice. Columns
show means; dots, individual mice and bars, SEM. Statistics by unpaired t test, *
p<0.05, ***p<0.001. Representative of 2 separate experiments.



